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4 Abstract 

ABSTRACT

Annele Sainio

The role of extracellular matrix macromolecules in cancer and diabetic 
macroangiopathy – with special reference to decorin and hyaluronan

University of Turku, Faculty of Medicine, Institute of Biomedicine,
Department of Medical Biochemistry and Genetics, and
Turku Doctoral Programme of Molecular Medicine (TuDMM)

Annales Universitates Turkuensis, Medica – Odontologica
Painosalama Oy, Turku, Finland 2016

The central role of extracellular matrix (ECM) macromolecules in diseases such as 
cancer and atherosclerotic vascular diseases including diabetic macroangiopathy is 
indisputable. Decorin and hyaluronan (HA) represent vital ECM macromolecules 
in the microenvironment of cells and are centrally involved in human cancer and 
cardiovascular biology. In cancer, decorin is considered to play a tumor suppressive 
role. However, there is some discrepancy whether malignant cells express it. Regarding 
HA, its contribution to the development of atherosclerotic vascular diseases has been 
well established. Nevertheless, the precise role of HA in arterial narrowing associated 
with diabetes is not known.

The present study focused on two vital ECM macromolecules, namely decorin and 
HA. First, decorin expression was studied in human tumorigenesis. Furthermore, the 
effect of adenovirus-mediated decorin transduction on selected cancer cell lines was 
investigated. The results invariably showed that cancer cells completely lacked decorin 
expression. The study also demonstrated that transducing cancer cells with decorin 
adenoviral vector markedly inhibited their malignant behavior. In line with this, a strong 
induction of decorin expression in normal human embryonic stem cells (hESCs), but not 
in abnormal hESCs was observed during their differentiation. Secondly, the significance 
of HA in the development of diabetic macroangiopathy in response to hyperglycemia 
was evaluated. Results showed that the synthesis of HA by vascular smooth muscle 
cells was significantly increased in response to high glucose concentration. This increase 
was associated with the diminished ability of the cells to contract collagen-rich matrix 
suggesting that HA participates in the disturbed vascular remodeling of diabetic patients. 
The results of this study support endeavours to develop novel ECM macromolecule 
-based therapies targeting cancer and cardiovascular diseases. 

Key words: Extracellular matrix, decorin, hyaluronan, cancer, diabetic macroangiopathy
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TIIVISTELMÄ

Annele Sainio

Soluväliaineen makromolekyylit syövässä ja diabeettisessa makroangiopatiassa – 
erityiskohteina dekoriini ja hyaluronaani

Turun yliopisto, lääketieteellinen tiedekunta, biolääketieteen laitos,
lääketieteellinen biokemia ja genetiikka, sekä
Turun yliopiston molekyylilääketieteen tohtoriohjelma (TuDMM)

Annales Universitates Turkuensis, Medica – Odontologica
PainosalamaOy, Turku, Finland 2016

Soluväliaineen makromolekyylien keskeinen merkitys erilaisissa sairauksissa kuten 
syövässä ja ateroskleroottisissa verisuonisairauksissa mukaan lukien diabeettinen 
makroangiopatia on kiistaton. Dekoriini ja hyaluronaani (HA) ovat kaksi keskeistä 
solujen mikroympäristön makromolekyyliä, joilla on merkittävä tehtävä ihmisen syöpä- ja 
kardiovaskulaariobiologiassa. Syövässä dekoriinilla ajatellaan olevan sen kasvua estävä 
vaikutus. On kuitenkin kiistanalaista, ilmentävätkö malignit solut dekoriinia. Toisaalta 
HA:n merkitys ateroskleroottisen verisuonitaudin kehittymisessä on ilmeinen tosiasia, 
mutta sen merkitys ja toiminta diabetekseen liittyvässä valtimoiden ahtautumisessa on 
jäänyt epäselväksi.

Tämän tutkimus keskittyi kahteen keskeiseen sidekudoksen makromolekyyliin, dekorii-
niin ja HA:han. Ensinnäkin tutkittiin dekoriinin ilmentymistä ihmisen tuumorigeneesin 
aikana. Lisäksi testattiin dekoriinin adenovirusvälitteisen siirrostamisen vaikutusta vali-
koiduissa syöpäsolulinjoissa. Tulokset osoittivat kiistatta, etteivät syöpäsolut ilmennä de-
koriinia lainkaan. Tutkimus myös paljasti, että kun syöpäsoluihin siirrostettiin dekoriinin 
sisältävä adenovirusvektori, solujen maligni käyttäytyminen estyi merkittävästi. Lisäksi 
havaittiin, että normaalit ihmisen alkiokantasolut alkavat ilmentää dekoriinia erilaistumi-
sensa alkuvaiheessa. Samanlaista dekoriinin ilmentymistä ei havaittu epänormaalien kan-
tasolujen erilaistuessa. HA:n merkitystä arvioitiin hyperglykemian aiheuttaman diabeetti-
sen makroangiopatian kehittymisessä. Tulokset osoittivat, että HA:n synteesi verisuonten 
sileissä lihassoluissa lisääntyi huomattavasti korkeassa glukoosipitoisuudessa. Tämä johti 
solujen heikentyneeseen kykyyn kontraktoida soluväliainetta. Nämä tulokset viittaavat sii-
hen, että HA:lla on tärkeä asema sokeritautia sairastavien potilaiden verisuonten seinämän 
paksuuntumisessa. Tulosten perusteella soluväliaineen molekyylien ilmentymisen sääte-
lyyn pohjautuvat hoidot syövän ja ateroskleroosin estossa ovat kehittämisen arvoisia.  

Avainsanat: Soluväliaine, dekoriini, hyaluronaani, syöpä, diabeettinen makroangiopatia



6 Table of Contents 

TABLE OF CONTENTS

ABSTRACT ...................................................................................................................4

TIIVISTELMÄ .............................................................................................................5

ABBREVIATIONS ......................................................................................................9

LIST OF ORIGINAL PUBLICATIONS ................................................................11

1. INTRODUCTION .................................................................................................12

2. REVIEW OF THE LITERATURE ....................................................................14
2.1 The extracellular matrix (ECM) ........................................................................14
2.2 ECM macromolecules .......................................................................................15

2.2.1 Collagens .................................................................................................15
2.2.2	 Elastin	and	microfibrillar	proteins ...........................................................16
2.2.3	 Non-collagenous	glycoproteins ...............................................................16
2.2.4 Proteoglycans ..........................................................................................17

2.3 Decorin ..............................................................................................................18
2.3.1 Molecular structure of decorin ................................................................18
2.3.2	 Decorin	gene	and	its	expression ..............................................................20
2.3.3 Interactions of decorin .............................................................................21
2.3.4	 Epigenetic	regulation	of	decorin .............................................................22

2.4 Decorin in cancer ...............................................................................................22
2.4.1 Function of decorin in tumorigenesis ......................................................22
2.4.2 Decorin as a regulator of tumor angiogenesis .........................................23
2.4.3 Decorin and growth factor interactions in cancer ...................................25
2.4.4	 Decorin	expression	in	different	cancers ..................................................26
2.4.5	 Decorin	gene	therapy	in	cancer ...............................................................27

2.5 Hyaluronan (HA) ...............................................................................................28
2.5.1 Molecular structure of HA .......................................................................28
2.5.2	 HA	synthases	and	HA	expression............................................................29
2.5.3	 HA	binding	proteins	and	receptors ..........................................................30
2.5.4 Molecular size of HA ..............................................................................31
2.5.5 High molecular weight HA .....................................................................32
2.5.6 HA fragments and their function .............................................................32



 Table of Contents 7

2.6 HA in cancer ......................................................................................................34
2.6.1 Function of HA in tumorigenesis ............................................................34
2.6.2 Accumulation of HA ...............................................................................35
2.6.3 Mechanisms regulating the amount of HA in cancer ..............................36

2.7 HA in vascular diseases .....................................................................................36
2.7.1	 Function	of	HA	in	vascular	biology ........................................................36
2.7.2 Atherosclerosis and HA ...........................................................................37
2.7.3	 Diabetes	and	HA......................................................................................38

3. AIMS OF THE STUDY ........................................................................................39

4. MATERIALS AND METHODS .........................................................................40
4.1 Materials ............................................................................................................40

4.1.1	 Tissue	samples .........................................................................................40
4.1.2 Cell lines ..................................................................................................40
4.1.3	 Primary	antibodies...................................................................................41
4.1.4 Primers in real-time quantitative PCR ....................................................41

4.2 Methods .............................................................................................................41

5. RESULTS ................................................................................................................43
5.1	 Localization	of	decorin	gene	expression	and	immunoreactivity	in	

different	human	tumors	of	mesenchymal	and	epithelial	origin	(I-III) ...............43
5.1.1	 Decorin	in	benign	and	malignant	human	vascular	tumors	(I) .................43
5.1.2	 Decorin	in	human	breast	cancer	(II) ........................................................45
5.1.3	 Decorin	in	human	bladder	cancer	(III) ....................................................45

5.2	 Decorin	expression	in	different	human	cancer	cells	lines	and	the	effect	of	
adenoviral	decorin	transduction	on	their	behavior	(II-III) .................................46
5.2.1	 Human	breast	adenocarcinoma	cells	(II) .................................................46
5.2.2	 Human	bladder	cancer	cells	(III) .............................................................47

5.3	 Decorin	expression	in	human	embryonic	stem	cells	and	in	embryonal	
germ cell tumors (IV) ........................................................................................48
5.3.1	 Human	embryonic	stem	cells	(hESCs) ....................................................48
5.3.2	 Human	embryonic	germ	cell	tumors	(GCTs) ..........................................48

5.4 High glucose concentration stimulates hyaluronan synthesis in human 
vascular	smooth	muscle	cells	(HUVSMCs)	(V)................................................49
5.4.1	 High	glucose	concentration	modulates	the	ability	of	HUVSMCs	to	

re-organize collagen-rich matrix  ............................................................49
5.4.2	 High	glucose	concentration	increases	HA	production	in	

HUVSMCs	and	modulates	their	behavior ...............................................50



8 Table of Contents 

6. DISCUSSION .........................................................................................................51
6.1 Decorin in cancers of mesenchymal origin and in tumor angiogenesis ............51
6.2	 Decorin	in	cancers	and	cancer	cell	lines	of	epithelial	origin	 ............................52
6.3	 Decorin	in	embryonic	stem	cells	and	tumors	of	germ	cell	origin .....................54

6.3.1	 Human	embryonic	stem	cells ..................................................................54
6.3.2 Decorin and germ cell tumors .................................................................55

6.4	 The	role	of	HA	in	the	modulation	of	vascular	smooth	muscle	cell	behavior ....56
6.5	 Future	perspectives ............................................................................................57

7. SUMMARY AND CONCLUSIONS ...................................................................58

8. ACKNOWLEDGEMENTS .................................................................................60

9. REFERENCES ......................................................................................................62

ORIGINAL PUBLICATIONS .................................................................................81



 Abbreviations 9

ABBREVIATIONS

CD44   cluster of differentiation 44
CKI   cyclin-dependent kinase inhibitor
CkPan   broad spectrum CK antibody
CS   chondroitin sulfate 
DCIS   ductal carcinoma in situ
DM   diabetes mellitus 
DS   dermatan sulfate
EC   endothelial cell
ECM   extracellular matrix
EGFR   epidermal growth factor receptor
FGFR   fibroblast growth factor receptor
GAG   glycosaminoglycan
GCT   germ cell tumor
GlcNac  N-acetylglucosamine 
GlcUA   glucuronic acid 
HA   hyaluronan
HABPs  hyaluronan-binding proteins
HAS1-3  hyaluronan synthases 1-3
hESC   human embryonic stem cell
HGF   hepatocyte growth factor
HMW HA  high molecular weight HA 
HS   heparan sulfate
(HU)VSMC  (human) vascular smooth muscle cell
HYAL   hyaluronidase 
IDC   invasive ductal carcinoma
IGF-I   insulin-like growth factor I
IL   interleukin
KS   keratan sulfate
LRR   leucine-rich repeat
Met   hepatocyte growth factor receptor
MMP   matrix metalloproteinase



10 Abbreviations 

Pan-RTK  multi-receptor tyrosine kinase 
PDGF   platelet derived growth factor
PEG 3  paternally expressed gene 3 
PG   proteoglycan
PLAP   placental alkaline phosphatase
ROS   reactive oxygen species 
SLRP   small leucine-rich proteoglycan 
SMC  smooth muscle cell
SPARC  secreted protein, acidic and rich in cysteine
TGCT   testicular germ cell tumor
TGF-β   transforming growth factor beta
TIMP   tissue inhibitor of metalloproteinase
TLR   toll-like receptor 
TME   tumor microenvironment
TNF-α   tumor necrosis factor alfa
VEGF   vascular endothelial growth factor



 List of Original Publications 11

LIST OF ORIGINAL PUBLICATIONS

This thesis is based on the following original articles, which are referred in the text by 
their Roman numerals I-V:

I Salomäki HH*, Sainio AO*, Söderström M, Pakkanen S, Laine J, Järveläinen, 
HT: Differential expression of decorin by human malignant and benign vascular 
tumors. J Histochem Cytochem 2008; 56:639-646. *Equal contribution.  

II Boström P*, Sainio A*, Kakko T, Savontaus M, Söderström M, Järveläinen H: 
Localization of decorin gene expression in normal human breast tissue and in 
benign and malignant tumors of the human breast. Histochem Cell Biol 2013; 
139:161-171. *Equal contribution.

III Sainio A*, Nyman M*, Lund R, Vuorikoski S, Boström P, Laato M, Boström PJ, 
Järveläinen H: Lack of decorin expression by human bladder cancer cells offers 
new tools in the therapy of urothelial malignancies. PlosOne 2013; 8:e76190. * 
Equal contribution.

IV Sainio A, Pennanen M, Söderström M, Laine J, Lund R, Järveläinen H: Expression 
of small leucine-rich proteoglycans in human embryonic stem cells in vitro and 
embryonic tumors in vivo, with special reference to decorin. Manuscript.

V Sainio A, Jokela T, Tammi MI, Järveläinen H: Hyperglycemic conditions modulate 
connective tissue reorganization by human vascular smooth muscle cells through 
stimulation of hyaluronan synthesis. Glycobiology 2010; 20:1117-1126.

The original publications have been reproduced with the permission of the copyright 
holders. 



12 Introduction 

1. INTRODUCTION

The extracellular matrix (ECM) is a dynamic and heterogeneous tissue-specific scaffold 
of molecular and cellular constituents. Indeed, each tissue has its own unique ECM 
composition with a complex 3-dimensional network, which is constantly being remodeled 
by enzymatic and non-enzymatic modifications resulting in versatile microenvironments. 
This in turn regulates the behavior of the cells. The main function of the ECM is to 
maintain homeostasis and normal architecture of each particular tissue. However, this 
homeostasis is broken virtually in every disease and subsequently quantitative and/or 
qualitative changes can be found in the ECM. 

The ECM macromolecules can be divided into collagens, elastin and microfibrillar 
proteins, non-collagenous matrix glycoproteins, proteoglycans (PGs) and hyaluronan 
(HA). PGs comprise a versatile group of molecules which have common structure 
of glycosaminoglycan chain/s covalently bound to a specific core protein. HA is an 
exception. It has no core protein but exists as a free form. 

Decorin is a multifaceted regulatory PG belonging to a group of small leucine-rich PGs. 
It has a single chondroitin sulfate or dermatan sulfate glycosaminoglycan (GAG) side 
chain attached to its core protein. The function of decorin has been indicated in numerous 
physiological and pathological processes where it is able to directly or indirectly regulate 
the activity and function of other ECM macromolecules, growth factors and cytokines. 
Decorin has also been shown to bind to specific receptors like epidermal growth factor 
receptor (EGFR) and insulin-like growth factor I receptor (IGF-IR). As a result of these 
functions, decorin has been shown to be involved in different physiological processes 
like angiogenesis and cellular differentiation. Thus, it can act as a regulator e.g. in 
tumorigenesis. 

HA represents the only GAG without a core protein. It can be polymerized by three 
hyaluronan synthase isoenzymes (HAS1, HAS2, and HAS3) as a linear polysaccharide 
of repeating alternating units of glucuronic acid and N-acetylglucosamine. Despite of 
HA´s simple structure, it has been shown to be involved in a diverse set of biological 
functions via complex interactions with other ECM macromolecules as well as with the 
ECM resident cells. Due to its unique hydrophilic properties, HA is a vital molecule 
in the maintenance of tissue homeostasis and structure. Like decorin, HA is able to 
modulate tissue remodeling, angiogenesis, and it can act as a pro- and / or anti-angiogenic 
and –tumorigenic molecule. It has been also suggested to be crucially involved in the 
development of atherosclerotic vascular diseases.  

The aim of this study was to examine the role of decorin in cancer and HA in diabetic 
macroangiopathy in man, respectively. The expression of decorin was studied in relation 
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to various benign and malignant tumors. First, the involvement of decorin in tumor 
angiogenesis was investigated using different benign and malignant human vascular 
tumors. Secondly, the expression of decorin was localized in various human epithelial 
tumors, namely breast and bladder tumor samples. Also the effect of targeted decorin 
adenoviral transduction was examined on human breast and bladder cancer cell lines. 
Thirdly, the expression of decorin was investigated during the early differentiation of 
human embryonic stem cells. Additionally, decorin expression was localized in different 
human embryonic germ cell tumors. Regarding HA, its expression was studied in human 
vascular smooth muscle cells (HUVSMC) after treatment of high glucose concentration. 
High glucose concentration mimicked the condition of a diabetic patient in poor glycemic 
condition. 

This study focused on examining the function and the role of two central ECM 
macromolecules, namely decorin and HA. More precisely, this study defines the 
modulatory action of decorin during angiogenesis and tumor development, and confirms 
its role as an anti-tumorigenic molecule. This study also explores the effect of high 
glucose concentration and the role of HA in the process of ECM remodeling by vascular 
smooth muscle cells and in diabetes related complications such as macroangiopathy.   
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2. REVIEW OF THE LITERATURE

2.1 The extracellular matrix (ECM)

Initially, the ECM was believed to provide only a physical scaffold to maintain organ 
and tissue structure. Now, it is well recognized that the ECM is a highly dynamic 
structure which is under constant enzymatic and non-enzymatic remodeling processes. 
Furthermore, its abundant molecular components face a myriad of post-translational 
modifications. Every tissue has its own constitution of ECM macromolecules with 
various cellular components e.g. fibroblasts, smooth muscle cells, and endothelial and 
epithelial cells (Frantz et al., 2010). The ECM macromolecules do not exist in isolation, 
but usually form heterogeneous supramolecular structures containing different molecular 
species (Mouw et al., 2014). In addition to different macromolecules, the ECM acts as 
a reservoir or a “sink” for various growth factors and cytokines as well as for ECM-
remodeling enzymes (Mott and Werb, 2004; Hynes, 2009; Martino et al., 2015; Takawale 
et al., 2015). The ECM remodeling is transmitted via among other things in response to 
signals transmitted by ECM receptors or ECM-modifying enzymes (Daley et al., 2008; 
Van Doren, 2015). In addition to macromolecules and stromal cells which comprise 
the so-called interstitial matrix, the ECM also contains specialized ECM structure, the 
basement membrane, which separates endothelium or epithelium from the stroma (Lu et 
al., 2012). The basement membrane has a more compact and less porous structure rich in 
type IV collagen in comparison to the interstitial matrix (Egeblad et al., 2010).  

In mammals, the so-called core matrisome comprises of approximately 300 proteins 
forming the full complement of ECM proteins (Hynes and Naba, 2012; Naba et al., 2015). 
This vast array of molecules like collagens, glycoproteins and proteoglycans represents 
the vital function of ECM molecules and their complex interactions (Naba et al., 2012). 
Overall, the ECM forms the local microenvironment, “niche”, for the embedded cells 
(Lu et al., 2012). The ECM structures and proteins are bioactive and possess capability 
to modulate fundamental cellular events such as differentiation, adhesion, migration, 
proliferation, and survival (Daley et al., 2008; Hynes, 2009). Among other things, the 
so-called matricellular proteins are involved in the regulation of cell functions like 
cell-matrix interactions without direct contribution to the structural elements of the 
ECM (Bornstein and Sage, 2002; Murphy-Ullrich and Sage, 2014). In addition to their 
normal functions as intact, full-length molecules, most ECM molecules can also act as 
biologically active fragments. These so-called matricryptins are formed by enzymatic 
cleavage (Davis et al., 2000; Ricard-Blum and Ballut, 2011; Ricard-Blum and Salza, 
2014). In normal tissues, ECM proteolysis is strictly controlled, but in tumors it is often 
dysregulated (Egeblad et al., 2010). Nevertheless, it is important to recognize that despite 
of the remodeling of the ECM and its molecules, ECM is strictly organized and that this 
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organization determines the bioactivity of the ECM. Also the precise orchestration of 
different remodeling events is vital for the normal function of the ECM (Kass et al., 
2007; Egeblad et al., 2010). In fact, changes in the cellular phenotype and in cell-matrix 
interactions can be the result of a minor alteration like a single amino acid substitution 
in a single ECM component. Ultimately, these changes can modulate tissue function 
and thereafter lead to the development of a certain disease. It can be assumed that there 
is no disease without quantitative and/or qualitative changes in the ECM. However, it 
is essential to understand which specific changes in the ECM cause the disease and 
what are the changes that develop during the disease process (Järveläinen et al., 2009). 
In addition to fibrotic (Karsdal et al., 2015) and cardiovascular diseases (Shami et al., 
2014), the development of cancer and its progression is a central example of the loss of 
normal tissue homeostasis, altered ECM structure and remodeling (Malik et al., 2015). 
During tumorigenesis, interaction between the tumor cells and the ECM is highlighted 
by the fact that remodeled tumor ECM facilitates tumor cell invasion while the malignant 
cells further manipulate their microenvironment to ensure their survival and to enhance 
their capability to form metastases (Cox and Erler, 2011; Fullar et al., 2015; Malik et 
al., 2015). As a result, the dysregulation of the ECM dynamics can be considered one of 
the hallmarks of cancer (Lu et al., 2012; Pickup et al., 2014). Regarding the progression 
of cancer, the ECM has a critical role in functions necessary for tumor progression and 
metastasis (Belotti et al., 2011; Du et al., 2014; Neve et al., 2014). Subsequently, the 
tumor stroma offers a potential therapeutic target for cancer treatment (Järveläinen et al., 
2009; Sounni and Noel, 2013; Werb and Lu, 2015). 

2.2 ECM macromolecules

The ECM macromolecules can be divided into four main groups, namely collagens, 
elastin and microfibrillar proteins, non-collagenous glycoproteins, proteoglycans (PGs), 
and hyaluronan (HA) (Hynes, 2009). Next, these macromolecules are introduced more 
closely.

2.2.1 Collagens

The collagens are the most abundant proteins in mammals, with 28 members of the 
collagen superfamily (collagens I-XXVIII) each containing at least one triple-helical 
domain (Gordon and Hahn, 2010). On the basis of their molecular structure and 
assemblies, they can further be divided into subgroups like fibrillary collagens (~90% of 
the total collagen), collagens associated with banded fibrils (FACITs), network-forming 
collagens, transmembranous collagens, endostatin precursor collagens and other 
collagens (Gelse et al., 2003; Brodsky and Persikov, 2005; Gordon and Hahn, 2010). 
The molecular diversity becomes even higher when taking into account the existence 
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of several α chains, molecular isoforms and the use of alternative gene promoters as 
well as alternative splicing (Ricard-Blum, 2011). In addition to these “true” collagens, 
also proteins containing a collagen –like domain can be considered to belong to the 
collagen family, sensu lato (Hynes and Naba, 2012). Fibrillar collagens represent the 
most abundant group of collagens and they participate in the structural maintenance of 
tissue architecture, shape and mechanical properties (Gelse et al., 2003). As a group, 
collagens possess critical roles in the regulation of cell differentiation, migration and 
growth by interacting with various cellular receptors, particularly the integrin receptor 
family (Hynes, 2009; Ricard-Blum, 2011; Hamaia and Farndale, 2014; Heino, 2014). 
Additionally, collagens can be cleaved into bioactive fragments via controlled proteolysis 
or cryptic sites can be unmasked (Ricard-Blum and Ballut, 2011). Collagenolytic 
enzymes include for example different matrix metalloproteinases (MMPs) and cathepsin 
K (Fields, 2013; Van Doren, 2015). Subsequently, these fragments can also regulate 
different cell processes taking place e.g. in development, angiogenesis and tumorigenesis 
(Nyberg et al., 2005; Cretu et al., 2007; Egeblad et al., 2010; Agrawal et al., 2011). 

2.2.2 Elastin and microfibrillar proteins

Besides collagens, elastin represents another major ECM macromolecule. Elastic fibers 
are formed from several tropoelastin molecules which are covalently bound to each other 
via cross-links of their lysine residues (Debelle and Tamburro, 1999; Wise and Weiss, 
2009). The second component of elastin fibers is microfibrils, mainly microfibrillins 
(fibrillin 1 and 2), which are vital for the integrity of the elastin fiber (Wise and Weiss, 
2009). Elastin acts as a versatile ECM macromolecule providing elasticity for tissues 
such as arterial wall imparting resilience and recoil. Elastin also possesses vital role 
as a signaling molecule in vascular morphogenesis and disease (Karnik et al., 2003; 
Wise and Weiss, 2009; Wise et al., 2014). Similarly to collagens, elastin can be cleaved 
proteolytically by various MMPs and these fragments are able to influence cell function 
and to enhance cellular chemotaxis, proliferation and adhesion (Rodgers and Weiss, 
2005; Van Doren, 2015). Elastin peptide fragments are indicated specifically in processes 
like neovascularization, atherosclerosis, and tumorigenesis (Wells et al., 2015). 

2.2.3 Non-collagenous glycoproteins

The non-collagenous glycoproteins form the third cluster of ECM macromolecules. 
They contain molecules like fibronectin, laminins, SPARC (secreted protein, acidic and 
rich in cysteine)/osteonectin, tenascins, thrombospondins and nidogen. This group is 
considered to act as bridging molecules between structural ECM molecules, cells and 
the ECM. Furthermore they attach soluble molecules to the matrix thus enhancing the 
development of a network-like ECM (Mouw et al., 2014). For instance, fibronectin is 
first assembled into functional fibrillary matrix around cells via selective binding to 
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various cell surface receptors, namely different integrins and syndecans, where after 
other ECM proteins can directly interact with the formed fibrils or use the fibrillar matrix 
as a scaffold for their own fibril formation (Mao and Schwarzbauer, 2005; Couchman, 
2010; Singh et al., 2010; Schwarzbauer and DeSimone, 2011). Fibronectin can interact 
with several other ECM macromolecules including collagen type I, thrombospondin 
and tenascin C (Singh et al., 2010; Kostourou and Papalazarou, 2014). Together with 
laminins and nidogen, fibronectin represents a vital ECM molecule also for the assembly 
and organization of basement membranes (Hallmann et al., 2005; Hohenester and 
Yurchenco, 2013). As a group, non-collagenous glycoproteins are currently emerging 
as a vital regulators particularly in blood vessel morphogenesis and tumorigenesis 
(Kostourou and Papalazarou, 2014; Masli et al., 2014; Bishop, 2015).    

2.2.4 Proteoglycans

Mammalian proteoglycans (PGs) include four major classes; intracellular, cell surface, 
pericellular and extracellular (Iozzo and Schaefer, 2015). The extracellular PGs form 
the largest class comprising of 25 members including hyalectans (HA-binding PGs) 
such as aggrecan and versican, small leucine-rich PGs (SLRPs) including decorin 
and biglycan and SPOCK (acronym of SPARC/Osteonectin CWCV and Kazal-like 
domains proteoglycan, previously known as testican 1-3) (Iozzo and Schaefer, 2015). 
These molecules are mostly formed by core protein with one or more covalently linked 
glycosaminoglycan (GAG) side chain. HA is an exception. It has no core protein but 
exits as a free form. PGs can be grouped on the basis of their GAG type; chondroitin 
sulfate (CS), dermatan sulfate (DS), keratan sulfate (KS), and heparin and heparan sulfate 
(HS) (Kjellen and Lindahl, 1991). However, the group also contains so-called part-time 
PGs similar in structural homology and function but without a GAG chain/s (Esko et 
al., 2009; Iozzo and Schaefer, 2015). Furthermore, PGs can vary in their structure, e.g. 
number of GAG chains, thus further increasing the diversity of ECM macromolecules 
(Iozzo and Murdoch, 1996; Iozzo, 1998). The molecular diversity of the extracellular 
PGs can also be seen at the functional level of its members (Kjellen and Lindahl, 1991; 
Iozzo, 1998; Järveläinen et al., 2009; Iozzo and Schaefer, 2015).  

SLRPs

The SLRPs form the largest subgroup within the extracellular PGs with 18 members 
(Nastase et al., 2014). As their name predicts, the molecular structure of SLRPs consists 
of a small core protein with a leucine-rich repeat (LRR) flanked by cysteine-rich clusters 
(Hocking et al., 1998; Park et al., 2008). The SLRPs contain five classes of molecules 
(I-V) described in Table 1. 
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Table 1. Members of the SLRP gene family: classification and GAG chain type. Modified from (Schaefer 
and Schaefer, 2010; Nastase et al., 2014).

Class I Class II Class III Class IV Class V
Decorin, CS/DS Fibromodulin, KS Epiphycan, CS/DS Chondroadherin, KS Podocan, no GAG

Biglycan, CS/DS Lumican, KS Opticin, no GAG Nyctalopin, no GAG
Podocan-like 
protein I, no GAG

Asporin, no GAG PRELP, KS Osteoglycan, KS Tsukushi, no GAG
ECM2, no GAG Keratocan, KS
ECMX, no GAG Osteoadherin, KS
CS, chondroitin sulfate; DS, dermatan sulfate; GAG, glycosaminoglycan; KS, keratan sulfate; ECM2, extracellular matrix 
protein 2; ECMX, ECM2-like protein, X chromosome; PRELP, proline/arginine-rich end leucine-rich repeat protein.  

The SLRPs have a vital role in multiple cellular processes and interactions both in health 
and disease (Theocharis et al., 2010; Nastase et al., 2014; Ni et al., 2014; Theocharis et 
al., 2015). Almost all SLRPs bind collagen (Chen and Birk, 2013) and so far, interactions 
have been mapped into the LRR domain of their core protein (Kalamajski and Oldberg, 
2010). Via regulation of the collagen fibrillogenesis, i.e. collagen fibril growth and 
organization, SLRPs are significant and vital structural regulators of the ECM assembly 
(Bidanset et al., 1992; Ezura et al., 2000; Ameye and Young, 2002; Zhang et al., 2009; 
Chen et al., 2014). Together with other molecules, SLRPs can also protect collagen 
fibrils from collagenolytic proteases (Geng et al., 2006).   

In addition to having a structural function, SLRPs can bind and sequester various morphogens 
such as bone morphogenic protein (Chen et al., 2004; Moreno et al., 2005; Morris et al., 
2007) and growth factors including transforming growth factor beta (TGF-β) ((Hildebrand 
et al., 1994). On the other hand, SLRPs can also induce the expression of various cytokines, 
e.g. tumor necrosis factor-α (TNFα) (Moreth et al., 2012) thus regulating signal transduction 
on multiple pathways and leading to modulation of cellular phenotype, proliferation and 
migration (Schaefer and Iozzo, 2008; Schaefer and Schaefer, 2010). Additionally, acting 
as ligands for versatile PG receptors, SLRPs are able to further modulate cell behavior, 
phenotype and the development of various pathologies (Neill et al., 2015). As such, SLRPs 
are involved in a vast selection of specific processes including neural development (Dellett et 
al., 2012), chondrogenesis (Tillgren et al., 2015), inflammation (Sjöberg et al., 2009; Moreth 
et al., 2012; Schaefer and Iozzo, 2012), innate immunity (Frey et al., 2013), angiogenesis 
(Jian et al., 2013; Nikitovic et al., 2014; Järveläinen et al., 2015), and tumorigenesis (Iozzo 
and Schaefer, 2010; Theocharis et al., 2010; Afratis et al., 2012). 

2.3 Decorin

2.3.1 Molecular structure of decorin

Decorin is the prototype member of the SLRP gene family. Its molecular structure 
is comprised of an approximately 40 kDa core protein with one negatively charged 
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glycosaminoglycan (GAG) side chain attached to serine residue 4 in the amino terminal 
end (Chopra et al., 1985; Krusius and Ruoslahti, 1986; Mann et al., 1990). Although the 
decorin core protein and the GAG can have different functions in various physiological 
and pathological situations, they should be seen as one functional unit (Seidler, 2012). 
The core protein of decorin consists of four distinct domains (Iozzo, 1997) (Figure 1). 

Figure 1. The molecular structure of decorin. Roman numbers I-IV indicate the domains of decorin 
core protein. For details, see the text. 

The first domain contains a 14-amino acid signal peptide and a 16-amino acid propeptide 
which are not detected in the mature decorin and are thus cleaved before the secretion of 
this PG to the ECM. The second domain is negatively charged and rich in cysteine and it 
is the GAG carrying domain. The single GAG side chain of decorin is either chondroitin 
sulfate (CS) or dermatan sulfate (DS) consisting of repeating disaccharides; glucuronic 
acid-(β-1,3)-N-acetyl-galactosamine-(β-1,4) in CS and iduronic acid-(α-1,3)-N-acetyl-
galactosamine-(β-1,4) in DS. However, because the GAG of decorin contains various 
amounts of both disaccharide types, decorin is in reality a co-polymer of CS and DS 
(Viola et al., 2006; Karousou et al., 2008; Sofeu Feugaing et al., 2013). Decorin can also 
be significantly modified at the post-translational level including the sulfation pattern 
of its GAG chains, e.g. in normal colon tissue CS/DS chains are mainly composed of 
4-sulfated disaccharides while colon cancer cells exhibit large proportions of non- and 
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6-sulfated disaccharides (Theocharis, 2002; Suhovskih et al., 2015). In specific cases, 
decorin has even been shown to be synthezised as a protein core without a GAG chain 
(Kresse et al., 1987; Seidler et al., 2006a). Therefore, the precise structural features of 
decorin and modifications of DS/CS can vary depending on e.g. age, physiological and 
pathological situation, and tissue type (Mann et al., 1990; Laremore et al., 2010). The 
third domain contains twelve tandem leucine-rich repeats (LRRs) of about 24 amino 
acids in length flanked by the cysteine-rich regions of domains II and IV. Previously, it 
was shown that the LRRs formed a horseshoe-shaped structure where the outer convex 
surface is formed by the α-helixes and the inner concave surface is shaped by curved 
β-sheets (Kobe and Deisenhofer, 1993; Weber et al., 1996; Bella et al., 2008). However, 
the construction of a crystal structure of decorin core revealed that in fact decorin 
monomers form a solenoid fold with a parallel β-sheet inside and create a more open 
structure than previously thought (McEwan et al., 2006; Bella et al., 2008). The LRRs 
have been shown to be vital in protein-protein interactions in all proteins containing 
these motifs (Kobe and Deisenhofer, 1994; Kobe and Deisenhofer, 1995; Hocking et al., 
1998). Each LRR possesses specific characterized properties in these interactions, e.g. 
LRR VII is involved in the direct binding of decorin to type I collagen (Kalamajski et al., 
2007) and area between LRR 3 and 5 has a high affinity for TGF-β, respectively (Iozzo, 
1997; Schönherr et al., 1998). In addition to the LRRs, this domain has also attachment 
sites for three N-linked oligosaccharides bound to asparagine residues (Scott and Dodd, 
1990; Iozzo, 1997). The fourth domain of decorin is the carboxyl terminal domain with 
two cysteine residues and a conserved disulfide loop.

2.3.2 Decorin gene and its expression

As mentioned above, decorin represents the prototype molecule of class I SLRPs and it 
is the most studied member of this gene family (Iozzo, 1998; Iozzo and Schaefer, 2010; 
Iozzo and Schaefer, 2015). Previously also known as DS-PG II, PG-40 and PG-S2, 
decorin was first cloned from a fibroblast cDNA library and was found to be consisted 
of 329 amino acids (Rosenberg et al., 1985; Krusius and Ruoslahti, 1986; Oldberg et al., 
1989). Thereafter its gene was mapped to human chromosome 12 (12q23) (Danielson 
et al., 1993). Subsequently, the intron-exon junctions of decorin gene were revealed 
and its promoter sequenced with two alternatively spliced leader exons, Ia and Ib, in 
the 5´untranslated region (Vetter et al., 1993; Santra et al., 1994). The promoter can 
be divided into proximal and distal regions, which contain various regulatory elements 
such as CAAT and TATA boxes in the proximal promoter and AP-1 and AP-5 binding 
sites in the distal promoter (Santra et al., 1994; Iozzo, 1997). The promoter also contains 
a bimodal regulatory element between residues -188 and -140 which mediates the 
repression of decorin expression via binding of TNF-α and on the other hand, induction 
of gene expression via binding of interleukin 1 (IL-1) (Santra et al., 1994; Mauviel et 
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al., 1995; Mauviel et al., 1996). Induction of decorin expression has also been shown to 
result from cell quiescence (Yamaguchi and Ruoslahti, 1988). 

Decorin is expressed primarily by cells of mesenchymal origin such as fibroblasts, smooth 
muscle cells and chondrocytes, but in specific situations associated with angiogenesis, 
decorin expression can also be induced in endothelial cells (ECs) (Bianco et al., 1990; 
Järveläinen et al., 1991; Järveläinen et al., 2015). Interestingly, also mouse ECs derived 
from different vascular beds, e.g. heart and lung were shown to produce detectable 
amounts of decorin thus further extending the concept of endothelial heterogeneity 
(Calabrese et al., 2011).

2.3.3 Interactions of decorin

The aforementioned structural features of decorin form the basis for its multiple 
interactions with other ECM macromolecules, growth factors, cytokines, and various 
receptors (Iozzo, 1997; Sofeu Feugaing et al., 2013). Originally, decorin was found 
to interact with collagen type I fibrils and was thereafter named after its capability to 
“decorate” collagen fibrils (Pogany and Vogel, 1992; Kalamajski and Oldberg, 2010; 
Reese et al., 2013). Besides type I collagen, decorin is known to bind also other fibrillary 
collagens, namely types II, III and VI, thus further verifying its function as a vital 
regulator of fibrillogenesis (Bidanset et al., 1992; Danielson et al., 1997; Nareyeck et al., 
2004; Orgel et al., 2009; Reese et al., 2013). In addition to controlling fibrillogenesis, 
decorin has been shown to regulate collagen turnover hence contributing to the regulation 
of tissue homeostasis (Danielson et al., 1997; Sofeu Feugaing et al., 2013). Apart from 
fibrillogenesis, decorin is also involved in several other physiological processes like 
myogenesis (Li et al., 2007; Brandan et al., 2008), gonad differentiation (Miqueloto 
and Zorn, 2007), tendon development (Kuo et al., 2008), chondrogenic differentiation 
(Twomey et al., 2014) and intestinal cell maturation (Bi et al., 2008). 

Regarding decorin as a regulator of growth and cell proliferation, it was the first PG 
identified to be able to directly bind growth factors. Decorin was originally regarded 
as a regulator of cell proliferation via binding to TGF-β (Yamaguchi et al., 1990), but 
now the list of decorin-growth factor interactions encompasses several others including 
vascular endothelial growth factor (VEGF) (Mohan et al., 2011b), insulin-like growth 
factor I (IGF-I) (Schönherr et al., 2005; Iozzo et al., 2011), and platelet derived growth 
factor (PDGF) (Nili et al., 2003; Baghy et al., 2013). However, the binding between 
growth factors and decorin is not necessarily stable and permanent because for example 
TGF-β can be released after degradation of decorin by various proteases (Imai et al., 
1997; Boivin et al., 2012). 

As decorin is able to exist as a matrix-bound or soluble form, it can also directly regulate 
the intercellular signaling of various growth factors by binding to their receptors thus 



22 Review of the Literature 

inhibiting their subsequent activation. So far, decorin has been found to bind to EGFR 
(Moscatello et al., 1998; Iozzo et al., 1999a), Met, which is the receptor for hepatocyte 
growth factor (HGF) (Goldoni et al., 2009; Kristensen et al., 2013), IGF-IR (Schönherr 
et al., 2005; Iozzo et al., 2011; Morrione et al., 2013), VEGFR-2 (Khan et al., 2011), and 
PDGFR-α/β (Horvath et al., 2014). In addition to being able to bind growth factors and 
their receptors, decorin has been shown to be involved in the modulation of inflammation 
via interaction with toll-like receptors (TLR) 2 and 4 in macrophages (Merline et al., 
2011; Moreth et al., 2012). 

2.3.4 Epigenetic regulation of decorin

Besides binding to growth factor receptors, an interesting regulatory mechanism of 
decorin expression particularly in cancer is the methylation of the decorin gene promoter. 
Both hypo- and hypermethylation are common in many human diseases including 
different cancers (Esteller, 2007). Previously, it has been shown that methylation is likely 
to be differentially associated with the regulation of decorin expression in cancers like 
colon cancer (Adany et al., 1990; Nyman et al., 2015). Differences in the methylation 
pattern are encountered also in germ cell tumors (GCTs), but the methylation status of 
decorin in these tumors remains to be explored (Wermann et al., 2010).

2.4 Decorin in cancer

2.4.1 Function of decorin in tumorigenesis

Decorin has a valid reputation as an anti-tumorigenic molecule. It was originally shown 
that animals which lack decorin expression do not spontaneously develop tumors 
(Danielson et al., 1997). However, subsequently it was shown that decorin -/- mice 
were susceptible to intestinal tumor formation when they were exposed to certain diet 
conditions (Bi et al., 2008). Thus, decorin deficiency was suggested to act as permissive 
for tumorigenesis and the mechanism of action was associated among other things with 
the down-regulation of cyclin-dependent kinase (CKD) inhibitors p21 (WAF1/cip1) and 
p27 (kip1) and the up-regulation of β-catenin (Bi et al., 2008; Goldoni and Iozzo, 2008). 
Furthermore, experiments with mice lacking both decorin and p53 have revealed that 
these genes can co-operate; double knock-outs develop aggressive lymphomas faster than 
mice lacking only decorin or p53 (Iozzo et al., 1999b). As p53 represents an established 
tumor-suppressor gene named as the guardian of the genome (Lane, 1992), decorin 
in turn could be named as the guardian from the matrix (Neill et al., 2012a). Because 
decorin is primarily expressed by cells of mesenchymal origin, and not by epithelial cells 
which are the origin of most cancers (80-90%), the effects of decorin on cancer cells are 
exerted mostly in paracrine fashion (Sofeu Feugaing et al., 2013; Horvath et al., 2014).  
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In addition, decorin also potentiates immune response of the host by reducing the 
abundance of anti-inflammatory molecules and by increasing the amount of pro-
inflammatory molecules resulting in decreased tumor growth (Merline et al., 2011; 
Moreth et al., 2012). Despite the fact that the mechanisms between inflammation and 
immune response with tumor development and progression are not very well understood, 
it is clear that tumor-promoting inflammatory environment has a vital place in the list of 
hallmarks of cancer (Raposo et al., 2015).  

Regarding the structure of decorin, the ratio of CS compared to DS is balanced in normal 
tissues (Theocharis et al., 2010). Despite the fact that the effect of decorin should be 
examined as a sum effect of the core protein together with GAG side chain, one has 
to recognize the possible variations within GAG structure due to transcriptional, post-
transcriptional and post-translational modifications (Theocharis, 2002; Skandalis et al., 
2006a; Theocharis et al., 2010). For instance, during tumor development and progression 
the GAG content of tumor microenvironment is significantly altered in favor of CS 
(Theocharis et al., 2010; Afratis et al., 2012). This can be seen in e.g. gastric carcinoma 
(Theocharis et al., 2003) as well as in pancreatic cancer (Skandalis et al., 2006a). 
Interestingly, decorin carrying DS chain has been shown to be markedly more efficient in 
inhibiting osteosarcoma cell migration in vitro than decorin with CS chain (Merle et al., 
1999). In addition to changes in the GAG chain, also decorin core protein can encounter 
marked modifications e.g. in laryngeal cancer where non-glycanated protein cores are 
present (Skandalis et al., 2006b).   

2.4.2 Decorin as a regulator of tumor angiogenesis

Angiogenesis is the formation of new vascular vessels which can occur e.g. from sprouts 
of pre-existing vessels (Folkman and Shing, 1992). It is a vital process in both healthy 
body and various disease conditions like cancer, and it is normally strictly controlled via 
the balance of different pro- and anti-angiogenic factors (Carmeliet, 2000). In addition 
to regulating cell proliferation, decorin has gained a role as a modulator of angiogenesis 
(Järveläinen et al., 2015) and together with other specified ECM macromolecules, 
decorin forms the “backbone” of vascular endothelial glycocalyx covering the vascular 
endothelium luminally (Reitsma et al., 2007). 

Decorin has been reported to possess both pro-angiogenic and anti-angiogenic effects 
in the regulation of angiogenesis. A lot of data on the function of decorin in different 
physiological and pathological conditions including angiogenesis has been gained 
after the generation of decorin-null mice (Danielson et al., 1997). Despite the fact that 
these mice have normal vasculature, the deficiency of decorin has since been shown 
to cause impaired angiogenesis for example in injured mouse cornea (Schönherr et 
al., 2004). In human tissues, decorin expression has been shown to be present in the 
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plaque neovasculature of atherosclerotic coronary arteries (Gutierrez et al., 1997) where 
angiogenesis is known to occur (Ross, 1999; Wragg et al., 2014) as well as in inflamed 
temporal artery wall (Nelimarkka et al., 2001). 

Interestingly, decorin can also act as an anti-angiogenic molecule. For instance, 
decorin-expressing tumor xenografts have been shown to exhibit markedly lower 
neovascularization in vivo (Grant et al., 2002). Decorin is also centrally involved in the 
regulation of corneal transparency (Mohan et al., 2011a) where targeted decorin gene 
transduction has resulted in retarded corneal neovascularization in rabbit model in vivo 
(Mohan et al., 2011b). In addition to whole decorin molecules, even fragment of decorin 
LRR core, LRR5, has been shown to possess an anti-angiogenic action (Sulochana et 
al., 2005).  

What are the mechanisms behind the observed effects of decorin on tumor angio-genesis? 
One has to remember, that angiogenesis is one of the central examples of the cell-matrix 
interactions; ECs regulate ECM assembly and ECM macromolecules influence EC 
phenotype while ECM remodeling influences development of EC angiogenic phenotype 
(Fiedler and Eble, 2009; Edgar et al., 2014). Also organ-specific EC differentiation and 
differential gene expression patterns depending on the EC type have been suggested 
(Kallmann et al., 2002). 

Regarding interactions between decorin and growth factors, VEGF is likely to represent 
the most important growth factor in angiogenesis. In various situations, both pro-
angiogenic and anti-angiogenic effects of decorin have been reported to be regulated 
via modulation of VEGF expression and function (Grant et al., 2002; Sulochana et al., 
2005; Santra et al., 2008; Mohan et al., 2011b; Dil and Banerjee, 2012; Nayak et al., 
2013). Additionally, decorin has been shown to bind directly to VEGFR-2 (Khan et al., 
2011). Besides growth factors, decorin is able to modulate cell-matrix interactions via 
integrin adhesion receptors (Fiedler et al., 2008; Fiedler and Eble, 2009). Integrins form 
a physical connection from outside to inside the cells, thus mediating ECM originated 
signals which modulate cell behavior (Seguin et al., 2015). Decorin has been shown to 
modulate the activity of α2β1 integrin (Fiedler and Eble, 2009; Jungmann et al., 2012) 
and even to regulate its expression (Jungmann et al., 2012). However, direct interaction 
between the most angiogenic integrin, αvβ3 (Brooks et al., 1994; Weis and Cheresh, 
2011), has not yet been demonstrated.  

In addition to the mechanisms mentioned above, decorin has a role in EC targeted apoptosis 
and autophagy whereby it is able to modulate angiogenesis (Järveläinen et al., 2015). 
Regarding apoptosis, decorin was first believed to possess only anti-apoptotic effect on 
ECs (Schönherr et al., 1999). However, as subsequent studies have shown totally opposite 
effects, conclusion can be made that the effect of decorin on the regulation of apoptosis is 
likely to be context-dependent (Dimmeler and Zeiher, 2000; Hamid et al., 2013; Yu et al., 
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2014). Furthermore, a new mechanism of decorin modulating angiogenesis via inducing 
autophagy in ECs has been discovered (Buraschi et al., 2013; Neill et al., 2013; Neill et 
al., 2014a). Autophagy is a vital cellular mechanism in maintaining tissue homeostasis; 
it dynamically recycles degraded proteins and damaged or excess organelles into energy 
and new material for cellular renovation (Mizushima and Komatsu, 2011). Autophagy 
has also been associated with inhibition of angiogenesis (Ramakrishnan et al., 2007) 
and cancer progression (Neill et al., 2014a). Decorin, in turn, has been shown to induce 
autophagy in both macro- and microvascular ECs via interacting with the VEGFR-2 
thus ultimately resulting in inhibition of angiogenesis (Buraschi et al., 2013; Neill et al., 
2013). This inhibition was subsequently revealed to be mediated by the activation of 
5’ adenosine monophosphate-activated protein kinase (AMPK) situated downstream of 
VEGFR-2 and induction of paternally expressed gene 3 (Peg3) (Buraschi et al., 2013; 
Goyal et al., 2014). Peg 3 has previously been identified as a tumor suppressor inhibiting 
e.g. glioma growth (Jiang et al., 2010). 

In addition to inducing EC autophagy, decorin has been shown to be able to induce 
the selective degradation of tumor cell mitochondria by autophagy in a process called 
mitophagy (Neill et al., 2014b; Gubbiotti et al., 2015). To be precise, decorin was found 
to evoke mitostatin expression via the Met receptor activation leading to mitostatin-
dependent mitophagy (Neill et al., 2014b). Mitostatin, meaning mitochondrial protein 
with oncostatic activity, has previously been identified as one of the up-regulated 
genes in tumor cells after decorin transfection (Vecchione et al., 2009). Furthermore, 
the mitostatin-dependent mitophagy has been shown to act as an inhibitor of tumor 
angiogenesis via negative feedback control of VEGFA transcription (Neill et al., 2014b).      

In conclusion, one has to remember the importance of the local microenvironment as a 
dynamic entity. As discussed above, decorin´s role as a regulator of angiogenesis seems 
to be context-dependent. Angiogenic effect of decorin can also be influenced by the cell 
type producing it as different cell types differ in their post-translational processes leading 
to altered length or sulfation patterns of the GAG moiety (Fiedler and Eble, 2009). 
However, considering the importance of angiogenesis in the development and progression 
of tumors, the impact of decorin at least in tumorigenesis-associated angiogenesis can 
be considered as an inhibitory one (Järveläinen et al., 2015). The following chapter will 
introduce decorin and growth factor interactions specifically during tumorigenesis.  

2.4.3 Decorin and growth factor interactions in cancer

As previously described, decorin is able to bind to different growth factor receptors 
such as EGFR (Iozzo et al., 1999a). This binding transiently activates EGFR signaling 
leading to concurrent activation of mitogen-activated protein (MAP) kinase, and induces 
cell cycle arrest and growth inhibition via up-regulation of the cyclin-dependent kinase 



26 Review of the Literature 

inhibitor (CKI), p21 (De Luca et al., 1996; Santra et al., 1997; Moscatello et al., 1998). 
Decorin binding to EGFR has also been shown to induce EGFR dimerization, and 
subsequent internalization via caveolar-mediated endocytosis ultimately leading to its 
lysosomal degradation (Zhu et al., 2005). As the down-regulation of p21 and p27 was 
subsequently shown to be tumor-permissive in decorin -/- mice, the anti-oncogenic role 
of decorin would require the up-regulation of these and other CKIs. Indeed, in addition 
to p21, decorin has recently been shown to be able to up-regulate also the expression of 
p57, which is down-regulated in several types of cancers (Hamid et al., 2013). Induction 
of p27 by decorin in cancers has not been observed but in normal macrophages decorin 
is able to increase the expression of both p21 and p27 which protect cells from apoptosis 
and inhibit proliferation, respectively (Xaus et al., 2001). Regarding other members of 
the ErbB gene family, decorin has been shown to suppress the activity of ErbB2 and 
ErbB4 via degradation (Santra et al., 2000; Reed et al., 2005). This is probably achieved 
indirectly by inhibiting heterodimerization of ErbB2 with ErbB4 (Santra et al., 2000; 
Iozzo and Schaefer, 2015). In addition to binding to various growth factors and their 
receptors, decorin has also been shown to be able to induce apoptosis of tumor cells via 
activation of caspase 3 (Seidler et al., 2006b). 

2.4.4 Decorin expression in different cancers

Different cancer types can be classified according to their cellular origin. Epithelial 
tumors, which represent the majority of malignant growths in human, originate from 
epithelial cells, while sarcomas develop from mesenchymal cells. Decorin expression 
and immunoreactivity have been reported to be either decreased or totally lacking in 
the stroma of various cancer types of epithelial origin (Bozoky et al., 2014; Iozzo and 
Schaefer, 2015). For example, decorin expression has been found to be significantly 
decreased in breast carcinomas (Leygue et al., 2000), ovarian tumors (Nash et al., 2002; 
Grisaru et al., 2007), colon cancers (Augoff et al., 2008; Nyman et al., 2015; Suhovskih et 
al., 2015), and hepatic carcinomas (Duncan, 2013; Horvath et al., 2014). Also in bladder 
carcinoma, both decorin expression and immunoreactivity have been observed to be 
significantly decreased compared to normal preexisting stroma adjacent to malignant 
tissue (Dyrskjøt et al., 2004; Sanchez-Carbayo et al., 2006; Iozzo et al., 2011). 

Opposite views on decorin expression have also been reported for instance in pancreatic 
cancer, where increased amount of decorin has been associated with the malignant 
phenotype (Skandalis et al., 2006a). When evaluating amounts of various molecules in 
tumors and their microenvironment, one has to recall the possibility of a desmoplastic 
reaction which means the accumulation of different ECM macromolecules like PGs 
in the vicinity of cancer cells (Sainio and Järveläinen, 2013). Desmoplastic reaction 
has been detected in several cancer types including pancreatic cancer (Merika et al., 
2012), liver cancer (Kocabayoglu and Friedman, 2013) and prostate cancer (Coulson-
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Thomas et al., 2011). Of course, in addition to desmoplasia, other explanations exist 
for the observed differential expression levels of decorin. Similarly to the regulation of 
angiogenesis, decorin may have opposite effects on cancer progression depending on 
the type of cancer and its microenvironment. Interestingly, e.g. in oral cancer decorin 
expression is significantly up-regulated in chemoresistant cancer cell lines (Yamano et 
al., 2010) while low decorin expression is related to increased chemosensitivity and thus 
improved patient prognosis (Kasamatsu et al., 2015).   

Teratomas and teratocarcinomas represent tumors originating from germ cells. These 
germ cell tumors (GCTs) appear often at gonadal sites such as in the testis, and represent 
the most frequent solid malignant neoplasms in young men (Bosl and Motzer, 1997; 
Ulbright, 2005; Litchfield et al., 2015). Cancer cells and stem cells are also known to 
share striking similarities such as pluripotency and the ability of self-renewal (Reya 
et al., 2001). Recently, increased expression of decorin associated with differentiation 
of carcinoma cells has gained a lot of interest (Gasimli et al., 2013; Gasimli et al., 
2014; Ma et al., 2014). Inducing a more differentiated state in cancer cells offers an 
auspicious strategy to decrease malignant behavior of the cells (Hultman et al., 2014). 
However, factors regulating differentiation of stem cells are still poorly understood (He 
et al., 2009), and particularly the role of ECM macromolecules in the development of 
embryonic tumors is not known (Diez-Torre et al., 2004; Diez-Torre et al., 2010).        

Nevertheless, the level of decorin expression has been suggested to function as a 
beneficial biomarker in the evaluation of tumor aggressiveness. Correlation has been 
found between reduced decorin expression and poor disease-free survival e.g. in soft 
tissue tumors (Matsumine et al., 2007) and node-negative invasive breast cancer (Troup 
et al., 2003). 

2.4.5 Decorin gene therapy in cancer

The anti-oncogenic action of decorin has been tested in different ways, by delivering 
either decorin core or decorin gene into malignant tumors. Regarding breast cancer, 
decorin has also been shown to possess the capability to prevent metastatic spreading of 
the tumor in addition to acting as pro-apoptotic factor and inhibitor of primary cancer 
growth (Reed et al., 2005; Goldoni et al., 2008). In addition, using an orthotopic breast 
carcinoma xenograft model, decorin core protein has been indicated to modulate the 
microenvironment of breast carcinoma resulting in specific stromal gene signatures 
consisting of various tumor suppressive genes (Buraschi et al., 2012). By introducing 
decorin to cancer cells via systematic delivery of decorin, either exogenously (Seidler et 
al., 2006b; Li et al., 2008) or by viral transduction (Reed et al., 2002; Tralhão et al., 2003; 
Xu et al., 2015) marked effects including decreased cell proliferation, decreased mitosis, 
and increased apoptosis have been achieved. Recently, significant anti-oncogenic effects 
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have also been reported using a decorin expressing oncolytic recombinant adenovirus 
in the treatment of bone metastasis in breast cancer (Yang et al., 2015) and pancreatic 
cancer (Na et al., 2015). Taken into account the versatile functionality of decorin as an 
anti-oncogenic molecule, it could represent a powerful molecule in ECM-based gene 
therapy in the future (Sainio and Järveläinen, 2014). Some of these desired effects of 
decorin on tumors are schematically presented in Figure 2. 

Figure 2. Anti-tumoral effects of decorin gene therapy. 1. Remodeling or degradation of ECM would 
improve drug penetration to tumor tissue. 2. Remodeling of ECM would also improve the action of 
immune cells. 3. Accumulation of decorin surrounding tumor would decrease tumor progression 
and metastasis. 4. Decreased angiogenesis would prevent tumor progression and could cause tumor 
tissue necrosis. 5. Inhibitory effects of decorin on tumor cell behavior. TME = tumor microenvironment. 
Modified from (Sainio and Järveläinen, 2014). 

This chapter has discussed the role of decorin as an anti-oncogenic molecule. Next, 
another versatile ECM macromolecule, hyaluronan, and its functions will be presented 
in vascular biology, particularly in diabetic macroangiopathy. 

2.5 Hyaluronan (HA)

2.5.1 Molecular structure of HA

Despite its seemingly simple structure, HA represents a versatile multifunctional ECM 
macromolecule. It was identified already in 1934 as hyaluronic acid (Meyer and Palmer, 
1934) and subsequently renamed hyaluronan (Balazs et al., 1986). HA is a GAG that 
has no core protein. It is composed of unsulfated and unbranched polysaccarides of 
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repeating glucuronic acid (GlcUA) and N-acetylglucosamine (GlcNac) disaccaride units 
linked together with β 1-3 linkage between GlcUA and GlcNac and a bond β 1-4 between 
GlcNac and GlcUA (Figure 3) (Weissmann and Meyer, 1954; Meyer, 1958). 

Figure 3. Molecular structure of HA. For details, see the text. Modified from (Bansal et al., 2010).

2.5.2 HA synthases and HA expression

Contrary to PGs, which are synthesized in the Golgi apparatus, HA is synthesized in 
the inner face of cell plasma membrane in mammals (Philipson and Schwartz, 1984) by 
three hyaluronan synthase (HAS) isoforms, namely HAS1, HAS2 and HAS3 (Itano and 
Kimata, 1996; Fulop et al., 1997; Spicer et al., 1997a; Weigel and DeAngelis, 2007). 
The chromosomal localizations of HASes have been identified; HAS1 was localized 
to chromosome 19q13.3-q13.4 boundary, HAS2 to 8q24.12, and HAS3 to 16q22.1, 
respectively (Spicer et al., 1997b). Also the genomic structures of HASes have been 
further characterized (Monslow et al., 2003). HASes are glycosyltransferases that 
catalyze the polymerization of HA de novo with GlcNAc, GlcUA, and Mg2+ (Weigel 
and DeAngelis, 2007). Every HAS produces HA chains of different lengths and they 
differ in their matrix formation capability (Itano and Kimata, 1996; Itano, 2008; Vigetti 
et al., 2015). For example, HAS1 and HAS2 are able to produce HA up to 2000 kDa 
whereas HAS3 produces lower molecular mass HA of 100-1000 kDa (Weigel et al., 1997; 
Itano et al., 1999; Itano and Kimata, 2002; Weigel and DeAngelis, 2007). The HASes 
also differ in the regulation of their catalytic efficiency, e.g. only HAS2 is regulated by 
covalent modifications like ubiquitination (Karousou et al., 2010), while the activity of 
HAS3 is regulated via Rab10-mediated endocytosis (Deen et al., 2014). However, the 
precise physiological role of these different isoforms is not yet fully understood (Vigetti 
et al., 2014a). It is known that the expression level of HAS isoforms differs depending 
on the physiological and biological state in the body (Weigel et al., 1997) referring to a 
spatial and temporal regulation of HA synthesis (Weigel et al., 1997; Dicker et al., 2014). 



30 Review of the Literature 

HASes are also known for their response to different growth factors such as EGF, IGF-I 
and PDGF, various cytokines and cellular stress (Syrokou et al., 1999; Itano et al., 2008). 

HA is found ubiquitously and abundantly in humans within the pericellular region and 
in the ECM of every tissue, but it can sometimes also exist intracellularly (Evanko and 
Wight, 1999; Hascall et al., 2004; Evanko et al., 2007). It is expressed by various cell 
types, including epithelial cells, endothelial cells, fibroblasts and smooth muscle cells 
(Jiang et al., 2011).

2.5.3 HA binding proteins and receptors

The amount of HA in the body is regulated by refined balance between its synthesis 
and turnover (Fraser et al., 1997; Dicker et al., 2014). Over 30% of the total amount of 
HA in the body is degraded every day (Stern, 2004). Significant amounts of HA can be 
found e.g. in vitreous humor, blood vessels and cartilage (Pardue et al., 2008; Cowman 
et al., 2015). HA forms the backbone of the jelly-barrier on different cell surfaces and 
thus regulates the accessibility of the cell surface (Ebid, 2015). Based on HA´s unique 
molecular structure, it has distinct biomechanical characteristics (Coleman, 2005). 
Particularly via its interactions with other ECM proteins and cell membrane receptors, 
the so-called hyaladherins (hyaluronan-binding proteins, HABPs), HA is capable of 
exerting its modulatory action on pericellular and extracellular matrices (Toole, 1990). 
It can also modify different aspects of cell behavior including cell migration, cell-cell 
adhesion and cellular differentiation (Knudson and Knudson, 1993; Turley et al., 2002; 
Vigetti et al., 2014a). 

The HABPs can be divided into two groups on the basis of their binding motifs; the link 
module superfamily and the non-link module hyaladherins (Day and Prestwich, 2002; 
Dicker et al., 2014). The first group contains PGs such as aggrecan (Watanabe et al., 1997), 
versican (LeBaron et al., 1992) and neurocan (Rauch et al., 1992). This group also contains 
the ubiquitous HA receptor, a cluster of differentiation 44 (CD44) (Underhill, 1992; Isacke 
and Yarwood, 2002). In fact, the CD44 is a family of transmembrane proteins consisting 
of around nine different isoforms which are named CD44v2-v10 (Negi et al., 2012). These 
are present in various amounts in different cell types, particularly in inflammation and 
cancer associated cells (Aruffo et al., 1990; Underhill, 1992; Sherman et al., 1994; Negi et 
al., 2012). Indeed, the main signaling pathways activated by interaction of HA and CD44 
are associated with inflammation process, cancer cell migration, and wound healing (Day 
and de la Motte, 2005; Tolg et al., 2014a; Misra et al., 2015). In addition to CD44, the 
link module superfamily contains members like lymphatic vessel endothelial receptor 1 
(LYVE-1) (Gale et al., 2007; Johnson et al., 2007). 

The receptor for hyaluronan mediated motility (RHAMM) (Turley, 1982; Sherman et al., 
1994; Misra et al., 2015) represents the non-link module proteins which uses a two basic 
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amino acids flanking a seven amino acid stretch, the so-called B(X7)B motif, in binding 
to HA (Yang et al., 1994; Wang et al., 1996). Similarly to CD44, several isoforms of 
RHAMM are produced through alternative splicing (Entwistle et al., 1996). Normally, 
RHAMM resides inside the cell and its transport to the ECM is not yet understood (Dicker 
et al., 2014). However, in the ECM, RHAMM is known to associate with CD44 and HA 
and regulate intracellular signaling cascades (Turley et al., 1991). As the name reveals, 
RHAMM is associated with cell migration and plays an important role in inflammation 
(Zaman et al., 2005; Garcia-Posadas et al., 2014), tissue repair (Gao et al., 2008; Tolg et 
al., 2014b) and cancer (Misra et al., 2015). In addition to CD44 and RHAMM, another 
receptor types central in inflammation are the toll like receptors (TLRs), and HA has 
been shown to interact with TLR 2 and 4 and regulate their signaling (Jiang et al., 2007; 
Jiang et al., 2011). More on different HA receptors, their signaling cascades and different 
cellular and tissue functions can be found in recently published reviews (Jiang et al., 
2011; Vigetti et al., 2014a; Viola et al., 2015).

2.5.4 Molecular size of HA

Different signaling cascades in response to interactions between HA and HABPs have 
been shown to depend strongly on the cell type in question and on molecular weight of 
the HA molecule (Turley et al., 2002; Stern et al., 2006). Because even as small as 6 
saccharides of HA has been demonstrated to be able to bind to HABP, in theory one single 
chain of high molecular weight HA can interact with 1000 protein molecules (Stern et 
al., 2006). In addition to the complex HA-protein aggregates, huge superstructures of 
high molecular weight HA chains with various architectures and functional activities 
are known to be generated via crosslinking (Lapcik L Jr and et al., 1998; Day and de la 
Motte, 2005). These are indicated especially during inflammation where they are thought 
to sequester pro-inflammatory mediators inhibiting their receptor binding and thus act as 
inflammation limiting molecules (de la Motte et al., 2003; Day and de la Motte, 2005; 
Frey et al., 2013). 

As mentioned in the beginning, HA is the target of frequent turnover and degradation. 
Originally, HA is synthetized as a high molecular weight HA (HMW HA) by different 
HASes, and subsequently either retained as a pericellular coat surrounding cells or 
released and incorporated into the ECM as a structural component (Monslow et al., 
2015). HA can also exist as a soluble form in the vasculature and lymphatics (Stern 
et al., 2006). The signaling properties of HA are strongly dependent on its molecular 
mass. In general it can be said that HMW HA is a extracellular form and mainly exhibits 
regulatory and structural roles, while the smaller fragments of HA have angiogenic, 
immunostimulatory and inflammatory activities (Stern et al., 2006; Jiang et al., 2011; 
Bollyky et al., 2012; Petrey and de la Motte, 2014).   
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2.5.5 High molecular weight HA

In tissue homeostasis, HA has typically a high molecular weight of over 1000 kDa and 
represents the so-called native HA (Itano and Kimata, 2002; Monslow et al., 2015). This 
HMW HA is able to retain large quantities of water and it is able to act as a hydrating, 
lubricating and space-filling molecule in connective tissue and joints (Coleman et 
al., 1999; Dicker et al., 2014). It also creates microenvironment which indirectly 
influences the behavior of cells within the ECM via sequestering and releasing growth 
factors (Pardue et al., 2008; Dicker et al., 2014). The native HMW HA is of central 
importance during embryonic development where it facilitates cellular growth and tissue 
differentiation e.g. in the developing heart (Camenisch et al., 2000) and limb (Matsumoto 
et al., 2009). The promoting effect of HMW HA on chondrogenic differentiation has also 
been shown in murine chondrocytic cell line in vitro (Sato et al., 2014). Interestingly, 
a contrasting effect of HA of 900-1200 kDa in size has just recently been shown to 
inhibit osteoblast differentiation (Kaneko et al., 2015). In different wound healing 
models, HMW HA mediated signaling has proven to enhance contraction of collagen 
by vascular smooth muscle cells (VSMCs) (Travis et al., 2001) and to promote their 
actin stress-fiber arrangement (Goueffic et al., 2006). Also in myocardial repair after 
infarction (Chen et al., 2013) and wound healing in genetically diabetic mice (Galeano 
et al., 2011), the function of HMW HA has been shown to be beneficial. The amount of 
HA in tissues undergoing wound repair can be elevated for several weeks after injury 
(Dicker et al., 2014) and the binding of HA to its principle ligand, CD44, has been 
shown to be required for proper healing process (Jordan et al., 2015). This interaction 
has also been demonstrated to induce mesenchymal stem cell (MSC) homing to injured 
tissue, thus influencing tissue regeneration (Herrera et al., 2007; Bian et al., 2013). In 
addition to the effects on different tissue healing processes, HMW HA can also restrict 
cellular interactions and binding of signaling molecules to their receptors by forming a 
pericellular sheaths surrounding the cells (Pardue et al., 2008). It has also been suggested 
that HMW HA exhibits cancer suppressive functions (Tian et al., 2013; Fisher, 2015). 

As a summary, the primary functions of HMW HA are the maintenance of tissue 
homeostasis in various ways and after injury, exertion of protective and healing effects. 
This can occur via suppression of inflammatory response e.g. by restricting monocyte 
and neutrophil infiltration (Liu et al., 2008) or decreasing the TLR signaling by 
regulating their accessibility (Ebid et al., 2014), and on the other hand, by enhancing 
immunosuppression (Asari et al., 2010).       

2.5.6 HA fragments and their function

Fragmentation of HA occurs during tissue remodeling, in both normal and different 
disease conditions like wound healing and tumorigenesis, and this drastically alters the 
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effect and function of HA (Stern et al., 2006; Tolg et al., 2014b). This is an identical effect 
that can be observed also with extracellular matrikines, e.g. collagen-derived fragments 
during tissue remodeling in different conditions (Monboisse et al., 2014). The HA 
fragments can be categorized as intermediate i.e. medium MW HA (MMW HA) of 250-
1000 kDa, and short HA of low MW HA (LMW) of 10-250 kDa (Monslow et al., 2015). 
Even smaller fragments than LMW HA exist and they are called HA oligomers (Stern 
et al., 2006). There is no consensus considering the grouping of HA MWs. The HA MW 
distrubution also varies between different tissues and ratio of different groups changes 
e.g., during disease progression (Monslow et al., 2015). HA fragmentation can result from 
the action of various hyaluronidases (HYALs), which in mammals are HYAL-1, -2, -3, 
-4, P1 and PH20 (Csoka et al., 2001). The HYAL-1 and -2 are the major hyaluronidases 
in somatic tissues and they work sequentially; first HYAL-2 (extracellular) degrades 
HA into fragments of up 20 kDa and then HYAL-1 (intracellular) reduces them into 
fragments up to 800 Da (Csoka et al., 2001; Vigetti et al., 2014a). More precisely, HYAL-
2 is linked by a glycosylphosphatidylinositol (GPI) -anchor to the outer cell membrane 
and digests HMW HA into large HA fragments in unique acidic endocytic vesicles 
(Csoka et al., 2001; Tammi et al., 2001). Subsequently, these fragments are transported 
intracellularly via endosomal system and further digested in lysosomes to LMW HA 
fragments by HYAL-1 together with the exoglycosidase β-hexosaminidase (Csoka et 
al., 2001; Tammi et al., 2001; Schulze et al., 2009; Gushulak et al., 2012). Previously 
mentioned HA-binding receptor CD44 has also been shown to be a prerequisite in the 
uptake and degradation of HA as the fragments are usually transferred into cells via 
CD44-mediated action (Culty et al., 1992; Vigetti et al., 2014a). Different HYALs and 
their functions have been comprehensively reviewed by Stern and Jedrzeras (Stern and 
Jedrzejas, 2006). Fragments of HA can also be the consequence of the release of reactive 
oxygen species (ROS) subsequent to oxidative stress during tissue injuries (Agren et al., 
1997; Soltes et al., 2006). 

As the HMW HA is produced in homeostatic tissues and is anti-inflammatory, the HA 
fragments are abundantly present in sites of tissue catabolism and promote inflammation 
(Stern et al., 2006; Jiang et al., 2011; Bollyky et al., 2012; Petrey and de la Motte, 
2014). Furthermore, HA fragments possess angiogenic properties and are able to induce 
endothelial differentiation and proliferation, and capillary formation through e.g. CD44- 
and RHAMM-mediated signaling (Takahashi et al., 2005; Matou-Nasri et al., 2009; 
Afratis et al., 2012). 

On the other hand, HA fragments have also been found to possess anti-tumorigenic 
properties (Monslow et al., 2015). For instance, MMW HA is able to induce apoptosis 
in glioma via CD44-mediated signaling (Yang et al., 2002). In parallel, LMW HA is 
able to inhibit tumor cell proliferation in colorectal cancer and to stimulate immune 
response (Alaniz et al., 2009). Interestingly, very small HA oligosaccharides have been 
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reported to be able to either promote or inhibit tumor progression probably due to the 
vast heterogeneity of different tumors (Stern et al., 2006). In addition, LMW HA has 
also been associated with attenuation of osteoclast activity thus suggesting possible anti-
osteoporotic effects (Lee et al., 2014).  

However, very few studies have concentrated on the determination of the molecular size 
of HA and its fragments during tissue remodeling in vivo. On the other hand, in vitro 
studies have demonstrated that in fact the biological effect of HA size heterogeneity is 
more likely related to the capability of different receptors to bind various sizes of HA 
(Tolg et al., 2014a). Based on the binding abilities, it can be said that in general CD44 
binds HMW HA, while RHAMM binds smaller fragments of HA and TLR 2 and 4 
even smaller fragments, respectively (Vigetti et al., 2014a). Smaller fragments of HA 
have also been suggested to inhibit the binding of HMW HA to CD44 in addition to 
binding to the receptors themselves, thus further influencing the integrity of the tissues 
(Urakawa et al., 2012; Ruppert et al., 2014). Additionally, for example various skin 
cancer cells and tissues have also shown to be able to express different CD44 variant 
isoforms in addition to the CD44 standard form (CD44s) (Dietrich et al., 1997). These 
receptors are subsequently activated by small HA fragments resulting in inflammation 
and cancer cell proliferation which leads to tumor progression (Bourguignon and 
Bikle, 2015).     

As discussed above, HA is involved in the regulation of various structural and 
physiological functions of tissues and contributes to several biological processes 
including morphogenesis, tissue remodeling and angiogenesis (Pardue et al., 2008; 
Dicker et al., 2014). In addition, similarly to the role of decorin, HA also has a versatile 
pathological role in various diseases, e.g. in cancer and cardiovascular diseases (Itano, 
2008; Monslow et al., 2015). HA-associated excessive and detrimental vascularization 
occurs particularly in cancer where it promotes tumor growth and metastasis, as well 
as in proliferative diabetic retinopathy and atherosclerosis (Slevin et al., 2007). The 
effect of HA in cancer and vascular diseases including diabetic macroangiopathy and 
atherosclerosis are discussed further in the next two chapter. 

2.6 HA in cancer

2.6.1 Function of HA in tumorigenesis

As discussed in the beginning (see chapter of the Extracellular matrix), tumorigenesis 
requires the development of pro-tumorigenic microenvironment. Both malignant and 
non-transformed cells including stromal cells participate in the remodeling of the ECM 
leading to the development of disorganized and deregulated tumor microenvironment 
(TME) (Balkwill et al., 2012; Lu et al., 2012). HA represents one of the major ECM 
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macromolecules in various epithelial and mesenchymal human tumors (Toole et al., 2002; 
Stern et al., 2006; Itano et al., 2008; Kouvidi et al., 2014). Excess HA is produced by 
cancer cells themselves or by stromal cells harnessed for HA production by the malignant 
cells (Stern, 2005; Dicker et al., 2014). Specifically, cancer associated fibroblasts have 
been reported to express all three HASes (Auvinen et al., 2014). Accumulation of HA in 
addition to other ECM macromolecules in the pericellular matrix of various tumors is 
called desmoplasia (Sainio and Järveläinen, 2013). Furthermore, abundant HA is often 
also present in the invasive front of tumors like breast cancers (Bertrand et al., 1992; 
Sainio and Järveläinen, 2013). As discussed above, HA is among other things able to 
increase cellular proliferation and migration, and to decrease apoptosis. Cancer cells 
can also create a HA-rich pericellular matrix to prevent the cytotoxic effects of immune 
system and on the other hand, huge cable-like HA aggregates of HMW HA are able to 
bind tissue macrophages and alter their behavior favoring tumor growth (Tammi et al., 
2008; Dicker et al., 2014). 

2.6.2 Accumulation of HA

The effect of excess HA can differ depending on the tissue type of the tumor origin. 
In other words, in malignancies developing from cells and stroma which normally are 
low in HA content, like single layered epithelium, the accumulation of HA strongly 
correlates with progression and poorer prognosis of the disease (Tammi et al., 2008; 
Sironen et al., 2011). These diseases include cancer types such as colon and gastric 
cancers and also prostate, ovarian and breast cancers (Tammi et al., 2008). Furthermore, 
in colon and gastric cancer, accumulation of HA occurs in the epithelium itself, whereas 
in prostate, ovarian and breast cancer, the volume of HA increases in the stroma (Tammi 
et al., 2008). However, tumors which develop from stratified epithelia, exhibit quite 
opposite trends. They already display moderate or substantial HA production and cell-
associated HA decreases during tumor progression (Tammi et al., 2008; Sironen et al., 
2011). This happens in cancers like squamous cell carcinomas (SCCs) of mouth, skin, 
and larynx. 

The effect of HA accumulation can be predicted by the quality of the excess HA. 
Opposite effect on the accumulation of pro-inflammatory fragmented HA is provided 
by HMW HA, which in addition to the previously mentioned anti-inflammatory and 
anti-angiogenic functions, also possesses evident protective effect on tumorigenesis 
(Monslow et al., 2015). For example, HMW HA has been demonstrated to reduce the 
regrowth of human colon carcinoma xenografts after chemotherapy (Mueller et al., 2010) 
and to decrease the migration capacity of fibrosarcoma cells (Berdiaki et al., 2009). 
Furthermore, the production of extremely HMW HA (6-12 MDa) has been demonstrated 
to mediate significant cancer resistance in the naked mole rat (Tian et al., 2013; Fisher, 
2015).   



36 Review of the Literature 

2.6.3 Mechanisms regulating the amount of HA in cancer

Mechanisms behind the increased or reduced amounts of HA in different cancers are 
complex and not yet fully understood. As discussed in the beginning of the chapter, 
different HASes are known to be responsible for HA synthesis. Interestingly, various 
growth factors have been observed to influence HAS activation. For example in breast 
cancer, the activation of fibroblast growth factor receptor (FGFR) has been shown 
to induce HA accumulation via HAS2 upregulation (Bohrer et al., 2014). Similar 
upregulation of both HAS1 and HAS2 leading to HA accumulation has been achieved in 
fibrosarcoma cells by FGF, PDGF and TGF-β (Berdiaki et al., 2009). In various cancer 
cells, also aberrant post-transcriptional splicing of HAS1 has been shown to increase 
both extracellular and intracellular HA promoting tumorigenesis (Adamia et al., 2014).  

Alternatively, different HYALs are known to regulate the amount of HA and its 
fragmentation. They are also known to act as tumor promoters in several cancer types 
such as bladder (Kramer et al., 2010) and breast cancer (Tan et al., 2011). Subsequently, 
HA fragments are able to induce inflammation and cancer progression. Regarding 
inflammation, e.g. in breast cancer, high number of macrophages have been shown to 
correlate with hyaluronan accumulation and poor outcome indicating stimulation of 
inflammatory response and cancer progression (Tiainen et al., 2015). 

2.7 HA in vascular diseases

2.7.1 Function of HA in vascular biology

In addition to other ECM macromolecules such as decorin, HA is known to play a pivotal 
role in vascular biology (West and Kumar, 1989; Vigetti et al., 2008). Furthermore, 
similarly to decorin, HA is an important part of the glycocalyx of the vascular 
endothelium and the ECM of the underlying tissue (Reitsma et al., 2007; Weinbaum et 
al., 2007; Gao and Lipowsky, 2010). Via maintaining the intact glycocalyx, HA is able to 
provide an endothelial surface with a non-adherent shield (Lennon and Singleton, 2011). 
Subsequently, the glycocalyx is able to regulate many actions such as anti-inflammatory 
and anti-thrombotic actions by inhibiting leukocyte (Constantinescu et al., 2003) and 
platelet adhesion (Vink et al., 2000), and to influence the overall vascular permeability 
(Henry and Duling, 1999; Rahbar et al., 2015). Altogether, maintenance of the vascular 
integrity is one of the fundamental roles of HA (Lennon and Singleton, 2011). 

In normal vessels, HA is present only in low amounts, but its amount is dramatically 
increased in vascular diseases (Vigetti et al., 2008; Wight, 2008). The effect of HA 
on angiogenesis, similarly to its effects on other biological processes, depends on its 
molecular weight. The HMW HA acts as an anti-angiogenic molecule by forming a HA-
rich pericellular sheaths surrounding the cells and thus, it restricts cellular interactions 
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and binding of signaling molecules to their receptors (Pardue et al., 2008). On the other 
hand, degraded HA and particularly HA oligosaccharides have been shown to be pro-
angiogenic and able to stimulate EC proliferation, migration and neovascularization 
(West et al., 1985; Lokeshwar and Selzer, 2000; Takahashi et al., 2005; Genasetti et al., 
2008; Jiang et al., 2011). This effect of HA on EC behavior has been established to be 
mediated via interaction with CD44 (Cao et al., 2006; Genasetti et al., 2008). In certain 
conditions also opposite effects have been detected; HMW HA has been shown to act as 
pro-angiogenic factor and HA oligosaccharides have revealed anti-angiogenic features 
(Fuchs et al., 2013). Additionally, the effect of HA on angiogenesis has been shown to be 
context dependent, i.e. depending particularly on the growth factors and chemokines of 
the microenvironment (Fuchs et al., 2013). 

2.7.2 Atherosclerosis and HA

Atherosclerosis is a condition of chronic vascular wall inflammation that can lead 
to the narrowing of the vessel lumen due to accumulation of ECM macromolecules, 
which then trap lipoproteins and various inflammatory factors and growth factors 
from the circulation (Vijayagopal et al., 1996; Ross, 1999; Ramji and Davies, 2015). 
Subsequently, the core of the atheromatous plaque is formed by cholesterol crystals with 
foam cells surrounded by remodeled ECM (Yu et al., 2013). Lipoproteins trapped in the 
arterial wall undergo modifications like oxidation and are able to stimulate HA synthesis 
(Viola et al., 2013). Indeed, atherosclerosis is characterized by marked changes in the 
distribution and content of HA (Toole et al., 2002; Otsuka et al., 2015). 

The onset of atherosclerosis is characterized by the migration of aortic smooth muscle 
cells towards the intima layer of the vessel wall (Wight, 2008), and the formation of 
HA-rich pericellular matrix has been shown to be a requirement for the migration and 
proliferation of VSMCs (Evanko and Wight, 1999; Evanko et al., 2007). In atherosclerosis, 
HA is able to form HA aggregates which can bind tissue macrophages thereby promoting 
leucocyte retention in the ECM (Wilkinson et al., 2006). Thus, it is not surprising that HA 
is found in atherosclerotic areas which also contain inflammatory cells like lymphocytes 
and macrophages (Toole et al., 2002). In early atherosclerotic lesions HA is usually 
accompanied with CD44 (Lennon and Singleton, 2011) and HABPs like versican (Wolf 
et al., 1994; Toole et al., 2002; Karangelis et al., 2010). Furthermore, accumulation of 
HA in the tunica media and subsequent thinning of the elastic lamellae in the arterial 
wall have been shown to increase e.g. the mechanical stiffness of the aortic wall and thus 
accelerate the progression of atherosclerosis (Chai et al., 2005). In addition, HA interacts 
with platelets (van Gils et al., 2009; Ombrello et al., 2010) which cleave HMW HA 
into smaller fragments that subsequently promote inflammation (Sadowitz et al., 2012). 
Indeed, the function of HMW HA, LWM HA and HA metabolism have been indicated 
as central regulators of atherosclerotic plaque stability (Bot et al., 2008; Bot et al., 2010).  
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2.7.3 Diabetes and HA

Diabetes mellitus (DM) is a group of metabolic diseases of different etiology where 
the body is unable to properly use and store glucose leading to hyperglycemia. 
Subsequently, hyperglycemia causes damages to vascular integrity leading to macro- and 
microangiopathy which are the main complications of the disease (Fowler, 2008; Lennon 
and Singleton, 2011). Both quantitative and qualitative changes can be observed in the 
vascular wall in response to diabetes, e.g. increase in intimal area and accumulation of 
HA (McDonald et al., 2007). The accumulation of HA has also been shown to contribute 
to insulin resistence (Kang et al., 2013). In addition to HA, the amount of CD44 has been 
found to be increased in a mouse model of diabetes (Campo et al., 2010). Furthermore, 
hyperglycemia has been shown to induce formation of HA structures that promote 
monocyte adhesion (Wang and Hascall, 2004). Interestingly, the accumulation of HA 
has just recently been suggested to act also as a mediator of inflammation in pancreatic 
islets leading to β-cell loss in both type 1 and 2 diabetes (Hull et al., 2015).

Earlier, serum of type 1 and 2 diabetic patients has been demonstrated to stimulate 
HA synthesis of HUVSMCs (Järveläinen et al., 1986; Järveläinen et al., 1987). On the 
other hand, increased plasma levels of hyaluronidase has also been observed in type 
1 (Nieuwdorp et al., 2007) and type 2 diabetic patients (Broekhuizen et al., 2010). 
Furthermore, vascular dysfunction has been found in association with elevated HA 
serum levels in type 1 (Nieuwdorp et al., 2007) and type 2 diabetes (Morita et al., 2014). 
Indeed, the serum HA level has been suggested to be useful as a marker of diabetic 
angiopathy (Mine et al., 2006). 

In healthy blood vessel, the vascular integrity is maintained among other things by 
endothelial glycocalyx (Lennon and Singleton, 2011), which forms a physical barrier 
between the vascular endothelium and the flowing blood (Lemkes et al., 2012). 
Hyperglycemia has been shown to be able to increase the shedding of the glycocalyx 
of diabetic patients and to increase their vascular permeability (Nieuwdorp et al., 
2006; Broekhuizen et al., 2010). The damaging mechanisms are still unknown, but e.g. 
increased formation of reactive oxygen species (ROS) has been suggested (Singh et al., 
2013) as well as the action of different serine proteases in addition to HYALs (Becker et 
al., 2015). Furthermore, shedding of the glycocalyx has been shown to produce LWM 
HA which is then able to promote inflammation as mentioned above. As a summary, 
endothelial dysfunction and changes in vessel wall permeability, blood flow and pressure 
are acknowledged causes for diabetes associated angiopathy (Perrin et al., 2007; Lemkes 
et al., 2012). However, despite the vast research on diabetic complications, the specific 
mechanisms behind diabetic macroangiopathy are still not exactly known.            
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3. AIMS OF THE STUDY

Macromolecules of the ECM have increasingly been shown to act as crucial mediators and 
regulators in the development and progression of various malignant and cardiovascular 
diseases. The purpose of this study was to examine the importance of two essential ECM 
macromolecules, decorin and HA in cancer and diabetic macroangiopathy, respectively. 
The specific aims of this study were:

1. To investigate the involvement of decorin in tumor angiogenesis comparing its 
expression between benign and malignant vascular growths in man in vivo. 

2. To localize decorin expression in human epithelial tumors, namely in breast and 
bladder tumors in vivo, and to examine, whether adenovirus-mediated decorin 
transduction influences the behavior of these cancer cells in vitro.  

3. To examine decorin expression during the early differentiation phase of hESCs 
into embryonic bodies in vitro, and to localize decorin expression in different 
human GCTs in vivo.  

4. To investigate the effect of high glucose concentration on the gene expression 
profile of HUVSMCs and subsequently its ability to influence HUVSMC-
mediated remodeling of the ECM. 
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4. MATERIALS AND METHODS

4.1 Materials

4.1.1 Tissue samples

Table 2. Tissue samples used in the studies. 

Tissue Histology Number of 
samples

Study

Vascular tumors Cavernous hemangioma 4 I
Capillary hemangioma 4 I
Kaposi´s sarcoma 7 I
Angiosarcoma 7 I

Breast tissues Normal breast tissue 3 II
Intraductal papilloma 3 II
Ductal breast cancer 49 II
Lobular breast cancer 11 II
Breast cancer subtypes 9 II

Bladder cancers Urothelial carcinoma 191 III
Squamous cell carcinoma 5 III
Adenocarcinoma 3 III

Testis tissues Normal testis tissue 1 IV
Benign teratoma 2 IV
Malignant teratoma 6 IV
Embryonal carcinoma 1 IV
Mixed germ cell tumor 2 IV

Tissue samples for the study I were obtained from the archives of the Department of 
Pathology, Turku University Hospital, Turku, Finland and for the studies II-IV from 
Auria Biopank, Turku, Finland, respectively (see original publications for details).   

4.1.2 Cell lines

Human cancer cell lines (Table 3) used in the studies II-III were purchased from American 
Type Culture Collection (ATCC). VSMCs used in the study V were derived from the 
human umbilical cord (Ihalainen et al., 2007). Cell lines were cultured as presented in 
the original publications.

Table 3. Cell line specifics used in different studies. 

Cell line Cell type Species Study
HUVSMC vascular smooth muscle cells human V
MCF7 breast adenocarcinoma cells human II
RT-4 urinary bladder cancer cells human III
T24 urinary bladder cancer cells human III
5637 urinary bladder cancer cells human III
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4.1.3 Primary antibodies

Table 4. Primary antibodies used in IHC stainings.

Molecule Trade name/ obtained from Species Dilution Study
Biglycan L-15 / Santa Cruz goat polyclonal 1:200/1:100 III
CD30 Ber-2 / Ventana, Roche mouse monoclonal ready-to-use IV
CD31 BioGenex mouse monoclonal 1:20 I
CkPan AE1/AE3/PCK26 /

Ventana, Roche
mouse monoclonal ready-to-use IV

Decorin LF-136/ Dr. Larry Fisher,  
NIDR, USA

rabbit polyclonal 1:400 I

Decorin H-80 / Santa Cruz rabbit polyclonal 1:400 / 1:50 III / IV
EGFR sc-03 / Santa Cruz rabbit polyclonal 1:50 I
Estrogen receptor SP1 / Ventana, Roche rabbit monoclonal ready-to-use II
HER-2/neu 4B5 / Ventana, Roche rabbit monoclonal ready-to-use II
Ki-67 30-9 / Ventana, Roche rabbit monoclonal ready-to-use / 

1:200
II / III

p63 4A4 / Ventana, Roche mouse monoclonal ready-to-use II
PLAP NB10 / Ventana, Roche mouse monoclonal ready-to-use IV
Progesteroni 1E2 / Ventana, Roche rabbit monoclonal ready-to-use II
Type I collagen LF-67 / Dr. Larry Fisher, 

NIDR, USA
rabbit polyclonal 1:100 I

4.1.4 Primers in real-time quantitative PCR

Table 5. Primer pair used in RT-qPCR analyses.

Target 5´-> 3´ sequence Study
Decorin Rev GAGTTGTGTCAGGGGGAAGA

For GGACCGTTTCAACAGAGAGG
II, III

GNB2L1 Rev GCTTGCAGTTAGCCAGGTTC 
For GAGTGTGGCCTTCTCCTCTG

II, III

hHAS1 Rev TAAGAACGAGGAGAAAGCAG
For CAAGATTCTTCAGTCTGGAC

V

hHAS2 Rev CAGAATCCAAACAGACAGTTC
For TAAGGTGTTGTGTGTGACTG

V

hHAS3 Rev CTTAAGGGTTGCTTGCTTGC
For GTTCGTGGGAGATAAGGAA

V

hArpo Rev AGATGCAGCAGATCCGCAT
For GTGGTGATACCTAAAGCCTG

V

4.2 Methods

Methods used in this study are presented in detail in the original publications. A summary 
of the different methods is listed in table 6.
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Table 6. List of methods used in the studies I-V.

Method Study
Adenoviral decorin transduction II, III
Actin staining V
Collagen gel contraction assay, CGC V
DNA extraction III, IV
DNA methylation analysis III, IV
Enzyme-linked sorbent assay V
GeneSapiens database analysis II, III
Immunohistochemistry, ICC / IHC I / II-IV
In situ hybridization, ISH I-IV
IST Online database analysis IV
Particle-exclusion test V
Real-time quantitative PCR, RT-qPCR II, III,V
RNA extraction II, III,V
RNA microarray analysis V
Trypan blue exclusion test V
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5. RESULTS

5.1 Localization of decorin gene expression and immunoreactivity in different 
human tumors of mesenchymal and epithelial origin (I-III)

5.1.1 Decorin in benign and malignant human vascular tumors (I)

With the aim to examine whether decorin is involved in tumor angiogenesis, its expression 
and immunoreactivity were localized in various human vascular tumors representing 
benign cavernous and capillary hemangiomas, Kaposi´s sarcoma and angiosarcoma. 
Figure 4 below is a panel of images representing cavernous hemangioma where decorin 
expression and immunoreactivity can be seen within the tumor mass, particularly in 
the stromal area between the intratumoral blood vessels. Identically, the tumor tissue 
in capillary hemangioma samples showed positivity to both the expression and the 
immunoreactivity for decorin (see study I: Figure 3). 

Figure 4. Stromal tissue in cavernous hemangioma is positive for decorin expression and 
immunoreactivity. A. HE staining of a representative human cutaneous cavernous hemangioma tissue. 
B. IHC for endothelial cell marker, CD31. C. In situ hybridization (ISH) for decorin mRNA. D. IHC for decorin 
with a LF-136 antiserum for decorin. Positive ISH reactions can be seen in purple, and IHC reactions in 
brown, respectively. Scale bar in A-D = 100 µm.  

Instead, no detectable decorin mRNA expression or decorin immunoreactivity were 
present in tissue samples representing malignant human vascular tumors, namely 
Kaposi´s sarcoma (see study I: Figure 1) or angiosarcoma (see study I: Figure 2). In 
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these malignant vascular tumors, decorin was expressed merely in the connective tissue 
stroma lining the sarcoma tissue. In addition, strong desmoplastic reaction was observed 
particularly in tissue samples of Kaposi´s sarcoma (Figure 5). 

Figure 5. Kaposi´s sarcoma tissue lacks both decorin expression and decorin immunoreactivity. A. 
IHC for endothelial cell marker CD31 staining of a representative Kaposi´s sarcoma tissue sample. B. ISH 
for decorin. C. IHC for CD31. D. ISH for decorin. Images C and D are magnified areas from the indicated 
areas in image A and B, respectively. Positive IHC reaction can be seen in brown and positive DIG reaction 
in ISH in purple. The asterisks in A and B indicate areas of Kaposi´s sarcoma tissue and the arrows in C 
and D indicate the border between the sarcoma and its surrounding tissue. Note that Kaposi´s sarcoma 
is totally devoid of decorin expression. Scale bar in A and B = 100 µm and in C and D = 25 µm.   

As a summary, decorin expression and immunoreactivity were detected only in benign 
hemangioma samples where angiogenesis has ceased. However, in malignant vascular 
tumor tissue samples which exhibit powerful angiogenesis, no decorin expression or 
immunoreactivity was observed. This indicates that decorin is likely to possess an anti-
angiogenic effect on human tumor angiogenesis in vivo. Decorin-rich desmoplastic 
reaction surrounding particularly Kaposi’s sarcoma together with the lack of decorin in 
the malignant tissue provides also an applicable tool for using decorin as a biomarker 
between healthy and malignant vascular tissue. 
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5.1.2 Decorin in human breast cancer (II)

Decorin expression was also studied in various breast tissue samples representing normal 
human breast tissue, intraductal papilloma, ductal carcinoma in situ (DCIS), invasive 
ductal carcinoma (IDC) and invasive mucinous carcinoma. Preliminary analyses using 
GeneSapiens database suggested that decorin expression in different human breast 
cancers is decreased compared to healthy breast tissue but is still at a significant level 
in all types of human breast cancer (see study II: Figure 1). However, Figure 6 below 
demonstrates that decorin gene expression is totally lacking in the areas of human DCIS 
tissue. Identical results were obtained from all benign and malignant human breast tumor 
samples (see study II: Figures 2-5). 

 
Figure 6. Human ductal carcinoma in situ (DCIS) cells do not express decorin mRNA. A. HE staining. 
B. ISH for decorin. Positive DIG reaction can be seen in ISH in purple. The asterisks indicate the area of 
cancer tissue. Note that malignant cells totally lack decorin expression. Scale bar in A and B = 50 µm. 

From these results it can be concluded that decorin expression takes place solely in the 
cells of the original stroma, and not at all in the areas of benign or malignant breast tumor 
tissue. 

5.1.3 Decorin in human bladder cancer (III)

Decorin expression was also studied in invasive and non-invasive human bladder 
cancer tissue samples representing urothelial carcinoma, squamous cell carcinoma 
and adenocarcinoma. Similarly to human breast cancer, preliminary screening using 
GeneSapiens database suggested that decorin expression is decreased in bladder cancer 
compared to normal bladder tissue (see study III: Figure 1). However, as seen in Figure 
7 below, non-invasive in situ bladder cancer cells do not express decorin at all. Identical 
results were obtained from invasive bladder cancer tissue samples (see study III: Figure 
2). 
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Figure 7. Non-invasive human in situ bladder cancer cells do not express decorin. A. HE staining. B. 
ISH for decorin. Positive DIG reaction can be seen in ISH in purple. The arrows mark the lining between 
healthy and cancerous tissue while the asterisks indicate the area of cancer. Note that the malignant cells 
totally lack decorin expression. Scale bar in A and B = 50 µm. 

Parallel to the results obtained from human breast tumor samples, in human bladder 
cancer samples decorin is expressed only by the cells of the original stroma, and not by 
the cancer cells. 

5.2 Decorin expression in different human cancer cells lines and the effect of 
adenoviral decorin transduction on their behavior (II-III)

5.2.1 Human breast adenocarcinoma cells (II)

First, a widely used human breast adenocarcinoma cell line, MCF7, was shown not to 
express decorin in vitro. Thereafter, these cells were transduced with a decorin adenovirus 
resulting in that they exhibited a markedly changed growth pattern including the loss of 
cohesion (Figure 8). Decorin-transduced cells also exhibited increased apoptosis and a 
significant decrease in their proliferation rate (see study II: Figure 6). 

Figure 8. Adenovirus-mediated decorin gene transduction markedly modulates the growth 
pattern of MCF7 cells. HE staining of cells transduced with human decorin adenoviral vector (Ad-DCN) 
(A) and LacZ gene adenoviral vector (Ad-LacZ) (B). Note that decorin transduced cells exhibit a marked 
decrease in cellular cohesion. Scale bar in A and B = 50 µm. 
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As a conclusion, transduction of decorin-negative MCF7 cells with an adenoviral decorin 
vector markedly modulates their growth pattern. Thus, decorin may represent a potential 
ECM molecule in adenoviral-based gene therapy in the future.  

5.2.2 Human bladder cancer cells (III)

Similarly to breast cancer cell line, human bladder cancer cell lines (RT-4, 5637, and 
T24) were shown not to express decorin in vitro. Subsequently to decorin adenoviral 
transduction, bladder cancer cells exhibited considerable changes in their growth pattern 
including a marked decrease in cohesion and cell number (Figure 9). Also the proliferation 
index of the cells was significantly decreased in response to decorin transduction (see 
study III: Figure 6). In an attempt to examine mechanisms behind the lack of decorin 
expression in bladder cancer, decorin gene promoter methylation was analyzed in these 
cells. However, no methylation of the decorin gene promoter was detected (see study III: 
Figure 1). This suggests that methylation does not play a role in the regulation of decorin 
expression in human bladder cancer cells.  

Figure 9. T. Transduction with a decorin gene markedly modulates the growth pattern of T24 
bladder cancer cells. Ki-67 staining of cells transduced with human decorin adenoviral vector (Ad-DCN) 
(A) and LacZ gene adenoviral vector (Ad-LacZ) (B). Brown color indicates Ki-67 positive cells. Note that 
decorin transduction resulted in a marked decrease in both cohesion and cell number. Scale bar in A and 
B = 50 µm. 

Taken together, the observed powerful anti-proliferative effect of adenovirus-mediated 
decorin gene transduction on decorin-negative bladder cancer cell lines offers new 
potential therapeutical tools in the treatment of human urothelial malignancies. 
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5.3 Decorin expression in human embryonic stem cells and in embryonal germ 
cell tumors (IV)

5.3.1 Human embryonic stem cells (hESCs)

Decorin expression is not detected in undifferentiated hESCs in either normal or 
abnormal cell types in vitro (Enver et al., 2005a). However, during the differentiation 
of normal hESCs into embryonic bodies (EBs, three-dimensional aggregates of hESCs), 
decorin expression is markedly induced (see study V: Figure 1). No similar induction can 
be observed during the differentiation of culture-adapted, so-called abnormal hESCs. 

5.3.2 Human embryonic germ cell tumors (GCTs)

Preliminary screening using IST Online (updated version of Gene Sapiens database) 
showed that the expression of decorin is significantly higher in benign teratoma tissue 
samples than in healthy testis or in embryonal carcinomas. To investigate this notion in 
vivo, decorin expression was examined using normal human testis tissues and different 
benign and malignant human embryonic tumors. In healthy human testis, decorin 
expression was seen in stromal myofibroblasts surrounding the seminiferous tubules and 
in Leydig cells residing in the loose connective tissue between the tubules (Figure 10). 

 
Figure 10. Decorin expression in healthy human testis. A. HE staining. B. ISH for decorin. Positive DIG 
reaction can be seen in ISH in purple. The asterisk in A and B mark a seminiferous tubule and the arrows 
in image B indicate decorin positive Leydig cells surrounding the tubule. Scale bar in A and B = 200 µm.  

Decorin expression was also located in benign and malignant human embryonal germ 
cell tumors (GCTs) derived from testis tissues. In benign teratoma tissues, stromal cells 
were positive for decorin throughout the tumor samples (see study V: Figure 4). However, 
in malignant teratomas, embryonal carcinomas and mixed germ cell tumors decorin 
expression was totally lacking from all malignant cells. This was particularly clear in 
the tissue sample representing embryonal carcinoma tissue (Figure 11). Embryonal 
carcinoma tissue was characterized using established IHC markers for placental alkaline 
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phosphatase (PLAP), CD30 and low-molecular-weight keratins (broad spectrum CK 
antibody, CkPan) (Figure 11).

Figure 11. Decorin expression in human embryonal carcinoma. A. ISH for decorin. B. IHC for PLAP. 
C. IHC for CD30. D. IHC for CkPan. The asterisks mark the area of embryonal carcinoma and the arrows 
in image A indicate the border of the carcinoma tissue. Note that embryonal carcinoma cells are totally 
devoid of decorin expression. Scale bar in A-D = 200 µm.  

These results support the previous observations that decorin expression is associated with 
the differentiation process of embryonal cells. Furthermore, the results provide evidence 
for the anti-oncogenic role of decorin in different malignant embryonic testicular tumors 
in man. 

5.4 High glucose concentration stimulates hyaluronan synthesis in human 
vascular smooth muscle cells (HUVSMCs) (V)

5.4.1 High glucose concentration modulates the ability of HUVSMCs to re-organize 
collagen-rich matrix 

With the aim of examining whether high glucose concentration can modulate the capacity 
of HUVSMCs to reorganize the ECM, the cells were first divided into two groups: normal 
glucose concentration (NG, 5 mmol/l) was considered as the physiological condition 
of a healthy person, and high glucose concentration (HG, 25 mmol/) mimicked the 
condition of diabetic patient in poor glycemic control. Results of the CGC assay clearly 
demonstrated that compared to the cells of NG group, the cells exposed to high glucose 
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concentration had a significantly decreased capability to contract collagen-rich matrix 
(see study I: Figure 1). This effect was also seen at the cytoskeletal level as a weaker 
staining of the F-actin of cells of the HG group (see study I: Figure 2).  

5.4.2 High glucose concentration increases HA production in HUVSMCs and 
modulates their behavior

The mRNA profiles of HUVSMCs of NG and HG groups were studied using a whole 
genome RNA microarray (Illumina, Inc., San Diego, CA, USA). When focusing on the 
expression of ECM macromolecules, particularly hyaluronan synthase 2 (HAS2) was 
shown to exhibit a significant increase after treatment of cells with high glucose. This 
result was verified with RT-qPCR. In addition to HAS2, the expressions of HAS1 and 
HAS3 were also increased (see study V: Figure 4). Subsequently, increased production 
of HA by HUVSMCs was detected in the medium of HG cultures (see study V: Figure 
5). The HA-rich pericellular matrix in HG-cultures was visualized by particle-exclusion 
test (Figure 12 below). When the cells of HG group were treated with hyaluronidase 
(degrades HA) or 4-methylumbelliferone (HA synthesis inhibitor), the capability of the 
cells to contract collagen gel was restored. This confirmed the central role of HA in the 
modulation of HUVSMC behavior. 

Figure 12. HA-rich pericellular matrix. A. HUVSMCs grown in normal glucose concentration. B. 
HUVSMCs grown in high glucose concentration. Note that HA-rich pericellular matrix surrounds 
HUVSMCs grown in high glucose concentration. The arrows indicate the border of the pericellular matrix. 
Scale bar in A and B = 100 µm. For technical details on the particle-exclusion test see original publication 
(study V).
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6. DISCUSSION

The ECM macromolecules including decorin and HA are emerging as vital modulators 
of fundamental aspects in a number of malignant and cardiovascular diseases (Sofeu 
Feugaing et al., 2013; Otsuka et al., 2015; Theocharis et al., 2015). Regarding decorin, 
its expression and immunoreactivity have been found to be variously decreased and 
even totally missing in different types of cancer tissues (Bozoky et al., 2014; Iozzo and 
Schaefer, 2015). However, the exact cellular origin of decorin expression has often 
remained unresolved. In this study, the importance of decorin in human tumorigenesis was 
investigated in cancers of mesenchymal, epithelial and embryonic origin. Specifically, 
the involvement of decorin in tumor angiogenesis was investigated comparing its 
expression between benign and malignant human vascular tumors in vivo. Furthermore, 
decorin expression and decorin immunoreactivity were localized in human breast and 
bladder tumors in vivo. Using breast and bladder cancer cell lines, the effect of adenoviral 
mediated decorin transduction on these cells was examined in vitro. With the attempt 
to clarify factors regulating decorin expression in cancer, the methylation of decorin 
gene promoter in these human epithelial cancer cell lines was also evaluated. Lastly, 
the induction of decorin expression was studied during the early differentiation phase of 
normal and culture-adopted hESCs in vitro and decorin expression and immunoreactivity 
were investigated in different human GCTs in vivo. As for HA, it represent an important 
macromolecule in the progression of diabetes and its complications including diabetic 
macroangiopathy (Dicker et al., 2014; Hull et al., 2015). In this study, the production of 
HA was studied in HUVSMCs grown in high glucose concentration. This mimicked the 
situation of a diabetic patient in poor glycemic control. Also the effect of increased HA 
production on the behavior of HUVSMCs was examined.  

6.1 Decorin in cancers of mesenchymal origin and in tumor angiogenesis

Decorin has a recognized role as an anti-tumorigenic molecule. However, only few 
studies have been executed focusing on decorin in sarcomas, i.e. cancers originating 
from mesenchymal cells. Previously, chondrosarcoma tissues (Söderström et al., 2002) 
and osteosarcoma cells (Zafiropoulos et al., 2008) have both been reported to express and 
produce decorin. In addition to being an anti-oncogenic molecule, decorin has also gained 
repute as an anti-angiogenic molecule, spesifically in tumorigenesis related angiogenesis 
(Järveläinen et al., 2015). Originally, decorin was shown to inhibit EC tube-like structure 
formation in culture (Davies Cde et al., 2001) and thereafter decorin-expressing tumor 
xenografts were described to exhibit significantly lower neovascularization (Grant et al., 
2002). In the present study, expression and immunoreactivity of decorin were studied 
in different benign and malignant human vascular tumors, namely in hemangiomas, 
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Kaposi´s sarcomas and angiosarcomas. Results showed that both capillary and 
cavernous hemangiomas expressed decorin mRNA and were also positive for decorin 
immunoreactivity. However, their malignant counterparts, namely Kaposi´s sarcomas 
and angiosarcomas, were completely decorin negative. It is known that these vascular 
tumors exhibit different rate of angiogenesis; in benign hemagiomas neovascularization 
has attenuated, while in malignant sarcomas angiogenesis is frequent. Previously, decorin 
expression has been shown to be up-regulated in cases such as quiescence of vascular 
smooth muscle cells (Asundi and Dreher, 1992). In contrast, decorin is rarely expressed 
by actively proliferating cells (Iozzo, 1997). The data of this study support the idea that 
decorin displays an inhibitory role in human tumor angiogenesis in vivo. Previously, 
identical results have been reported in e.g. harmful foreign body reactions where decorin 
possesses anti-angiogenic properties (Järveläinen et al., 2006). 

Furthermore, results of this study revealed a strong decorin expression in the border 
of malignant tissue, specifically in Kaposi´s sarcoma tissue. This kind of stromal 
reaction is called desmoplasia meaning the accumulation of a dense fibrotic tissue rich 
in collagen and other ECM macromolecules including specific species of PGs (Sainio 
and Järveläinen, 2013). The exact role of desmoplastic reaction associated with cancer 
development is not currently known, but it can be clearly observed in different cancers 
like pancreatic cancer (Merika et al., 2012). Stromal desmoplasia has been suggested 
to represent either a tumor restricting or promoting phenomenon (Angeli et al., 2009; 
Coulson-Thomas et al., 2011). 

Taken together, total lack of decorin expression within sarcoma tumors and a strong 
decorin expression surrounding the tumor mass together offer a possibility to use decorin 
as a cancer biomarker. The results of this study as brought up above also support the idea 
of developing decorin-based therapies in inhibiting tumor angiogenesis.  

6.2 Decorin in cancers and cancer cell lines of epithelial origin 

In epithelial cancers like colon (Nyman et al., 2015; Suhovskih et al., 2015), breast 
(Leygue et al., 2000), bladder (Iozzo et al., 2011; Sanchez-Carbayo et al., 2006) and 
hepatic carcinomas (Duncan, 2013; Horvath et al., 2014), the expression of decorin 
has been reported to be significantly decreased. However, there has been somewhat 
conflicting results whether cancer cells in these malignancies express decorin. In this 
study, preliminary examination on decorin expression in different breast and bladder 
cancer was conducted using GeneSapiens and IST Online databanks. The results showed 
that based on the publicly available microarray data, the expression of decorin is higher 
in healthy breast and bladder tissues than in cancerous tissues. The results also showed 
that there is a marked expression level of decorin in cancer tissues. However, one has 
to remember that the mentioned databanks use total RNA extracted from tumor tissue 
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which usually represents only a section of the tumor mass and can also contain various 
amounts of surrounding original normal stroma. Thus, these analyses are unable to reveal 
the precise cellular origin of a molecule of interest.    

Previously, decorin expression in breast cancer has been reported to be either decreased 
(Leygue et al., 2000; Eshchenko et al., 2007; Gu et al., 2010) or increased (Brown et al., 
1999). There are also reports to demonstrate that reduced stromal decorin expression 
is associated with the progression of breast cancer, i.e. the amount of stromal decorin 
decreases during cancer progression (Oda et al., 2012). Furthermore, patients with 
reduced periductal decorin have been shown to have a higher risk of ductal carcinoma in 
situ recurrence (Van Bockstal et al., 2013). On the contrary, in in situ breast carcinomas 
with malignant-appearing microcalcifications, the expression of decorin has been 
found to be increased (Skandalis et al., 2011). In addition, using proteomic analyses, 
high decorin expression has been associated with among other things higher number 
of positive lymph nodes and a worse overall survival in breast cancer (Cawthorn et al., 
2012). 

Regarding decorin in bladder tissue, its expression has been shown to be especially 
prominent in subepithelial layers of urinary bladder during organ development 
and tissue differentiation in mice (Scholzen et al., 1994). In humans, strong decorin 
immunoreactivity has been observed in the muscular layer of superficial bladder 
cancer and in the original stroma adjacent to bladder cancer tissue (Iozzo et al., 2011). 
Additionally, decreased decorin expression has been reported in both in situ and invasive 
bladder cancers (Dyrskjøt et al., 2004; Sanchez-Carbayo et al., 2006). However, in in vitro 
studies decorin overexpression has been shown to be the requirement of invasiveness for 
human bladder carcinoma cell line (El Behi et al., 2013). 

The earlier studies mentioned above give a somewhat confusing data on decorin 
expression and immunoreactivity in human breast and bladder cancers. Nevertheless, 
ISH and IHC results of this thesis have now uniformly showed that neither human breast 
cancer nor bladder cancer cells in vivo express decorin. These malignant cells were also 
shown to be negative for decorin immunoreactivity. All detected decorin expression and 
immunoreactivity were localized in the areas of original, non-malignant stroma. The data 
of this study strongly suggest the idea that decorin is not expressed by any malignant 
cells of epithelial origin in vivo. 

Identically to the in vivo results, human breast adenocarcinoma cells (MCF7) and human 
bladder cancer cell lines (RT-4, 5637, T24) were shown not to express decorin in vitro. 
When MCF7 cells were transduced with a decorin cDNA carrying adenovirus, they 
exhibited a less cohesive growth pattern, statistically lower mitosis rate and apoptotic 
features. Similarly, bladder cancer cells reacted to decorin transduction with a decreased 
cell count and with a statistically significant decrease in the proliferation index. 
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Previously, the systemic delivery of decorin core protein has been shown to have drastic 
anti-oncogenic effects on orthotopic squamous carcinoma (Seidler et al., 2006b) and 
breast carcinoma xenograft models (Reed et al., 2005; Goldoni et al., 2008; Buraschi et 
al., 2012). Parallel to this, ectopic expression of decorin (Pucci-Minafra et al., 2008) and 
adenoviral decorin transduction (Xu et al., 2015) have resulted in decreased malignant 
behavior of breast cancer cells and even in inhibition of bone metastasis in prostate 
cancer, respectively. Adenovirus mediated decorin transfer has even been reported to 
result in selective and distant killing of cancer cells in vivo (Tralhão et al., 2003). The 
results of this study are in full 2 agreement with the previously demonstrated results 
mentioned above and thus support the role of decorin as an anti-oncogenic molecule. 
Furthermore, the results endorse the idea of developing a decorin adenoviral gene vector 
as an adjuvant therapy in the treatment of cancer.    

In an attempt to discover regulatory mechanisms behind the observed lack of decorin 
expression in bladder cancer cells, methylation of decorin gene promoter was studied. 
Previously, methylation of decorin gene promoter has been shown to play a role in the 
regulation of decorin expression in colon cancer (Adany et al., 1990; Nyman et al., 2015). 
However, in this study no methylation of the decorin gene promotor was observed in 
bladder cancer cell lines. Thus, epigenetic regulation of decorin expression in epithelial 
cancer cells seems to be cancer type specific.   

6.3 Decorin in embryonic stem cells and tumors of germ cell origin

6.3.1 Human embryonic stem cells

During culturing, human embryonic stem cells (hESCs) can alter their behavior towards 
more cancer-like cell types with promoted self-renewal and lesser differentiation and 
apoptosis (Enver et al., 2005b; Lund et al., 2012). In normal tissue, homeostasis is 
maintained via cellular differentiation which inhibits cancer (Bissell and Hines, 2011). 
Therefore, attempt to induce a more differentiated state of cancer cells represents an 
intriguing possibility to decrease the malignant behavior of the cells (Gasimli et al., 
2013). 

In this study, expression of decorin in silico was examined during the early differentiation 
of normal and abnormal (culture-adopted) hESCs into embryonic bodies (EBs). The 
results revealed a significant induction of decorin expression during the differentiation 
of normal hESCs whereas no similar rise was detected in abnormal cells. As decorin 
has been shown to be centrally involved in various differentiation processes, the results 
suggest that abnormal hESCs are not able to differentiate similarly to normal hESCs at 
the molecular level. At the same time, because abnormal hESCs exhibit a more cancer-
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like behavior than normal hESCs, the results also support the role of decorin as an anti-
oncogenic molecule.   

Changes in the glycosaminoglycan pathway have been shown to be closely linked with 
differentiation of hESCs towards early mesoderm and endoderm lineages (Gasimli et al., 
2014). This increase in differentiation has been demonstrated to be accompanied with a 
highly significant increase in decorin expression after retinoic acid treatment on human 
pluripotent cells (Gasimli et al., 2013). Previously, decorin has also been shown to be 
one of the most down-regulated genes in murine teratocarcinoma cell lines compared 
to normal murine embryonic stem cell lines (Heffron et al., 2007). In brain cancer, 
adenoviral decorin transduction has been shown to induce cell differentiation and to alter 
the expression of a number of vital proteins involved in transcription, chemotherapy 
resistance, mitosis, apoptosis, and fatty acid metabolism (Ma et al., 2014). In normal 
physiological differentiation, decorin has been reported to influence various processes 
including myogenesis (Li et al., 2007; Brandan et al., 2008), gonad differentiation 
(Miqueloto and Zorn, 2007), and intestinal cell maturation (Bi et al., 2008).  

Various factors regulating the differentiation of hESCs are still poorly understood (He 
et al., 2009). Thus, identification of different molecules and mechanisms contributing to 
the regulation are of vital importance for the optimization of clinical utilization of hESCs 
(Zhou et al., 2014). The differentiation of hESCs has been shown to be controlled by 
intracellular transcriptional regulatory networks which respond to various extracellular 
signaling stimuli (Huang et al., 2015). Decorin represents one of the key extracellular 
PGs in mediating signals from the ECM into the cells (Iozzo, 1998; Merline et al., 
2009; Iozzo and Schaefer, 2015). Nevertheless, the role of ECM macromolecules like 
decorin in the development of embryonic tumors is not known (Diez-Torre et al., 2004; 
Diez-Torre et al., 2010). The present study provides new information on the differences 
of gene expression profiles between normal and abnormal hESCs during their early 
differentiation process.        

6.3.2 Decorin and germ cell tumors

Teratomas and teratocarcinomas represent embryonic tumors originating from germ cells. 
They often appear at gonadal sites like in the testis. Testicular germ cell tumors (TGCTs) 
are the most frequent neoplasms in young men (Bosl and Motzer, 1997; Ulbright, 2005; 
Litchfield et al., 2015). In this study, preliminary screening of decorin expression was 
performed in silico in normal human testis, teratoma tissues and embryonal carcinomas 
using IST Online analysis. The results showed that decorin expression is highest in 
the teratoma tissues, whereas healthy testis tissue and embryonal carcinomas express 
significantly lower level of decorin. 
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As discussed in the beginning of the chapter, decorin has a valid role as an anti-angiogenic 
and anti-oncogenic molecule. Regarding angiogenesis, decorin has been shown to possess 
a dual role in the suppression of tumor angiogenesis; decorin is able to down-regulate 
potent pro-angiogenic agents and simultaneously induce the expression of endogenous 
anti-angiogenic factors (Neill et al., 2012b). As an anti-oncogenic molecule, stromal 
decorin has been named as the “guardian of the matrix” reflecting its versatile innate 
capabilities to repress and attenuate cancer cell proliferation, migration, survival, and 
also angiogenesis (Neill et al., 2012a). They also indicate differentiating effect of decorin 
on hESCs during their development into EBs, and thus emphasize the importance of 
decorin as a versatile regulatory macromolecule of the ECM already in the beginning of 
embryonal cellular differentiation. Very little is known about the microenvironment of 
germ cell tumors and the role of different stromal factors in the initiation and progression 
of tumorigenesis (Diez-Torre et al., 2004; Diez-Torre et al., 2010). Therefore, this study 
sheds much needed light on the role of decorin expression, and particularly the lack of its 
expression affecting and/or regulating the undifferentiated state of malignant germ cells.  

6.4 The role of HA in the modulation of vascular smooth muscle cell behavior

Hyperglycemia is recognized as a major causal agent in the development of endothelial 
dysfunction in diabetes (Hadi and Suwaidi, 2007). Hyperglycemia causes damages to 
vascular integrity leading to macro- (coronary artery disease, peripheral arterial disease, 
and stroke) and microvascular (nephropathy, neuropathy, and retinopathy) complications 
(Fowler, 2008). In addition, also the function of VSMCs has been shown to be impaired 
in diabetes and this contributes to the higher incidence of vascular complications (Li et 
al., 2015). 

In early diabetes, changes in the composition and assembly of the ECM are known to 
be one of the most prominent structural abnormalities of the vascular system (Zhuang 
and Yin, 2013). The arterial ECM contains several molecules of which particularly HA 
and versican are greatly involved in vascular remodeling (Wight, 2008; Moretto et al., 
2015). In normal blood vessels, HA is present in low amounts, but in vascular diseases it 
has been shown to be dramatically increased (Vigetti et al., 2008; Wight, 2008). Increase 
in intimal area as well as accumulation of HA have been associated with diabetes 
(McDonald et al., 2007). Also elevated serum HA and hyaluronidase levels have been 
linked to vascular dysfunction in diabetic patients (Nieuwdorp et al., 2007; Broekhuizen 
et al., 2010; Morita et al., 2014).

In this study, hyperglycemic condition was shown to inhibit the contraction of collagen-
rich gels by HUVSMCs in vitro. It was also shown that this inhibition of contraction is 
due to increased HAS1-3 expression and a concomitant increase of HA production in 
HUVSMCs. However, the signaling pathways and the mechanisms leading to the increased 
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HA production were not explored. In hyperglycemia, excess glucose has been shown to 
enter in the hexosamine biosynthetic pathway (Buse, 2006) and to lead to increase in UDP-
N-acetylhexosamine in muscles (Rossetti et al., 1995) and primary chondrocytes (Qu et 
al., 2007). Previously, also the amount of O-linked N-acetylglucosamine (O-GlcNAc) has 
been shown to be increased in skeletal muscle after insulin and glucosamine infusions in 
vivo (Yki-Jarvinen et al., 1998). Additionally, the O-GlcNAcylation has been reported to 
be increased in hyperglycemia (Slawson et al., 2010). These together induce an activation 
of HA synthesis and affect particularly the expression of HAS2 (Vigetti et al., 2014c; 
Vigetti et al., 2012). Hyperglycemia has also been shown to activate protein kinase C 
(PKC) pathway as well to increase the formation of advanced glucation end-products 
(AGEs), both of which induce inflammation within the vascular wall and thereby may lead 
to vascular complications (Ross, 1999; Brownlee, 2001). 

Interestingly, also epigenetic mechanisms have been shown to regulate HA metabolism in 
VSMCs in hyperglycemic conditions (Maier et al., 2010; Stein et al., 2014; Vigetti et al., 
2014b). Specifically, miRNA-21 has been shown to be located in VSMCs and its expression 
is up-regulated in atherosclerotic arteries compared to normal arteries (Wang et al., 2011). 
Another molecule known to be up-regulated in hyperglycemia and in vascular disease is 
thrombospondin 1 (Maier et al., 2010). Furthermore, the effect of thrombospondin 1 has 
been shown to be functionally dependent on miRNA-21(Stein et al., 2014). 

Taken together, the findings of this study that high glucose concentration leads to a 
disturbance in ECM remodeling via increased HA production by VSMCs provide a new 
possible mechanism leading to macroangiopathy in diabetic patients. Thus, therapeutics 
targeting the regulation of HA production will provide new potential tools in the 
treatment and prevention of diabetic complications in the future. The results of this study 
also underline the great importance of hyperglycemia as an independent causal factor in 
the development of diabetic macroangiopathy as has recently been emphasized by the 
results of the DCCT/EDIC study (Nathan and DCCT/EDIC Research Group, 2014). 

6.5 Future perspectives

The results of this study collectively support the idea to develop novel anti-tumorigenic 
and anti-atherosclerotic therapies that are targeted to the modulation of specific ECM 
macromolecules such as decorin and HA. Recently, studies to explore the effects of 
adenoviral decorin vector have been initiated using 3D cancer xenografts in vitro. 
Furthermore, preliminary studies have been performed using orthotopic cancer 
animal models in vivo. Previously, hyperglycemia has primarily been considered as 
the cause of microvascular complications associated with diabetes. However, in the 
future hyperglycemia must be also considered as an important factor behind diabetic 
macrovascular complications. 
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7. SUMMARY AND CONCLUSIONS

Based on the results of the present study, the following conclusions can be drawn:

1. The expression of decorin was shown to be significantly different in human benign 
and malignant vascular tumors. Spesifically, decorin expression was detected 
in benign hemangiomas, whereas malignant vascular tumors totally lacked its 
expression. This suggests that decorin likely displays an inhibitory role in tumor 
angiogenesis in man as has previously been shown to be true in various animal 
models. Thus, the development of decorin-based therapies in the inhibition of 
tumor angiogenesis is highly justified. Also strong decorin expression associated 
with desmoplastic reaction particularly in Kaposi´s sarcoma samples was observed. 
This in turn supports the idea to use decorin expression as a cancer biomarker in 
identifying healthy and malignant tissue. 

2. Benign or malignant human breast tumors did not express decorin. Also human 
bladder cancers totally lacked decorin expression. In both tumor types, decorin 
expression was present only in the areas of original, non-malignant stroma. 
Additionally, human breast cancer and bladder cancer cell lines did not express 
decorin. After adenoviral decorin transduction, both cancer cell types exhibited 
changes towards a less malignant phenotype; breast cancer cells had a lower 
mitosis rate, lesser cohesion and increased apoptic features and bladder cancer 
cells experienced a significant decrease in their proliferation and cell count. These 
results support the idea to develop novel decorin-based adjuvant therapies for 
breast and bladder cancers as well as to other cancers of epithelial origin in the 
future.

3. Normal hESCs were able to express decorin in early phases of embryonic 
differentiation whereas abnormal hESCs did not express decorin. This suggests 
that decorin crucially participitates in the differentiation of benign hESCs and 
that the lack of its expression allows the development of malignant behavior. This 
also strongly indicates that the gene expression profiles of normal and abnormal 
hESCs are quite different during the differentiation of the cells. Malignant cells 
of germ cell tumors in vivo were also shown not to express decorin. This finding 
is identical to those obtained from studies using malignant vascular tumor, and 
breast and bladder cancer tissue samples. The results collectively support the 
notion that malignant cells, despite of their origin, do not express decorin and that 
this lack of decorin expression may be visible already at very early phase of their 
differentiation. 
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4. Treatment of HUVSMCs with high glucose concentration was able to modulate 
the ability of cells to reorganize collagen-rich matrix. The treatment also markedly 
altered the gene expression profile of the cells leading to up-regulation of HASes 
expression and subsequently to an increase in HA production. These results 
provide a new mechanistical explanation behind macrovascular complications in 
diabetes due to hyperglycemia. Thus, therapeutics targeting the regulation of HA 
production may provide novel tools in the treatment and prevention of diabetic 
complications in the future.  



60 Acknowledgements 

8. ACKNOWLEDGEMENTS

This thesis project was carried out over the years 2006-2016 at the Department of 
Medical Biochemistry and Genetics, University of Turku. I wish to thank the present 
and former heads of department, Professors Klaus Elenius, Marko Salmi, Kati Elima, 
Jukka Finne and Risto Penttinen for providing excellent research facilities.

I am deeply grateful to my supervisor Professor Hannu Järveläinen for introducing me to 
the fascinating world of extracellular matrix and proteoglycans. Your passion for science, 
expertise, and visionary ideas were invaluable for this study. Thank you for the always 
encouraging attitude and patience and also for always being available to discuss and 
answer my questions. I am also thankful to you for reviewing the language of this thesis. 

The official reviewers, Docent Paula Kujala and Mikko Lammi, are warmly acknowledged 
for providing valuable comments and constructive criticism, which has greatly helped 
to improve this thesis. Professor Matti Laato and Dr Mirva Söderström are thanked for 
participating in my supervisory committee and also for collaboration and acting as co-
authors. 

I wish to express my warmest gratitude also to all my other co-authors Professor 
Markku Tammi, Adjuct Professor Riikka Lund, Docents Mikko Savontaus and Peter 
Boström, Drs Jukka Laine and Pia Boström, Henriikka Salomäki, Sari Pakkanen, Sanna 
Vuorikoski, Marie Nyman, Mirka Pennanen, Tanja Kakko and Tiina Jokela. Furthermore, 
Marja Nykänen, Merja Lakkisto, Raili Salonen, Tuula Oivanen, Heidi Pakarinen, Liisa 
Peltonen, Ketlin Adler, Sinikka Kollanus and Jaakko Liippo are warmly appriciated for 
their expertise and excellent tehnical assistance. 

All my former and present collegues in the department of Medical Biochemistry and 
Genetics, especially Annika, Minna, Katri, Jukka, and Hanna are acknowledged for 
enjoyable company on coffee breaks. The “official meetings”, denoting movie nights 
together with Johanna, Maaria, Maija and the others provided much needed light at the 
end of the tunnel in the middle of busy working weeks. Vuokko, Anne and Rakel are 
thanked for all their help in every occasion and for the unforgettable moments in our 
“little recreational trips”. Hope, there is many more to come!   

I want to sincerely thank my parents and my brother and his family for all the support 
and unconditional love. Of course my two cats, Miuku and Nessu, are also thanked for 
their therapeutical influence throughout this whole thesis process. 

Finally, I owe my deepest gratitude to all my wonderful friends who are always supportive 
and nice and give such a wonderful meaning to my life. “My friends are my estate” by 
Emily Dickinson. 



 Acknowledgements 61

This study was financially supported by the University of Turku, the Turku University 
Foundation, the Finnish Cultural Foundation – Varsinais-Suomi Regional Fund, 
the Doctoral Programme of Molecular Medicine (TuDMM), the Children´s Cancer 
Foundation Väre, the Ida Montin Foundation, the Oskar Öflunds Foundation, the Aarne 
and Aili Turunen Foundation, the Diabetes Research Foundation, the South-West Cancer 
Foundations, the Finnish Foundation of Cardiovascular disease, and the State Research 
Funding of the University Central Hospital of Turku (EVO).  

Turku, February 2016



62 References 

9. REFERENCES

Adamia, S., Kriangkum, J., Belch, A. R. and Pi-
larski, L. M. (2014). Aberrant posttranscriptional 
processing of hyaluronan synthase 1 in malignant 
transformation and tumor progression. Adv.Cancer 
Res. 123, 67-94.

Adany, R., Heimer, R., Caterson, B., Sorrell, J. M. 
and Iozzo, R. V. (1990). Altered expression of chon-
droitin sulfate proteoglycan in the stroma of human 
colon carcinoma. Hypomethylation of PG-40 gene 
correlates with increased PG-40 content and mRNA 
levels. J.Biol.Chem. 265, 11389-11396.

Afratis, N., Gialeli, C., Nikitovic, D., Tsegenidis, T., 
Karousou, E., Theocharis, A. D., Pavao, M. S., 
Tzanakakis, G. N. and Karamanos, N. K. (2012). 
Glycosaminoglycans: key players in cancer cell bi-
ology and treatment. FEBS J. 279, 1177-1197.

Agrawal, V., Kelly, J., Tottey, S., Daly, K. A., John-
son, S. A., Siu, B. F., Reing, J. and Badylak, S. F. 
(2011). An isolated cryptic peptide influences osteo-
genesis and bone remodeling in an adult mammalian 
model of digit amputation. Tissue Eng.Part A. 17, 
3033-3044.

Agren, U. M., Tammi, R. H. and Tammi, M. I. 
(1997). Reactive oxygen species contribute to epi-
dermal hyaluronan catabolism in human skin organ 
culture. Free Radic.Biol.Med. 23, 996-1001.

Alaniz, L., Rizzo, M., Malvicini, M., Jaunarena, J., 
Avella, D., Atorrasagasti, C., Aquino, J. B., Gar-
cia, M., Matar, P., Silva, M. et al. (2009). Low mo-
lecular weight hyaluronan inhibits colorectal carci-
noma growth by decreasing tumor cell proliferation 
and stimulating immune response. Cancer Lett. 278, 
9-16.

Ameye, L. and Young, M. F. (2002). Mice deficient 
in small leucine-rich proteoglycans: novel in vivo 
models for osteoporosis, osteoarthritis, Ehlers-Dan-
los syndrome, muscular dystrophy, and corneal dis-
eases. Glycobiology. 12, 107R-16R.

Angeli, F., Koumakis, G., Chen, M. C., Kumar, S. 
and Delinassios, J. G. (2009). Role of stromal fi-
broblasts in cancer: promoting or impeding? Tumour 
Biol. 30, 109-120.

Aruffo, A., Stamenkovic, I., Melnick, M., Underhill, 
C. B. and Seed, B. (1990). CD44 is the principal 
cell surface receptor for hyaluronate. Cell. 61, 1303-
1313.

Asari, A., Kanemitsu, T. and Kurihara, H. (2010). 
Oral administration of high molecular weight hyal-
uronan (900 kDa) controls immune system via Toll-
like receptor 4 in the intestinal epithelium. J.Biol.
Chem. 285, 24751-24758.

Asundi, V. K. and Dreher, K. L. (1992). Molecular 
characterization of vascular smooth muscle decorin: 
deduced core protein structure and regulation of 
gene expression. Eur.J.Cell Biol. 59, 314-321.

Augoff, K., Rabczynski, J., Tabola, R., Czapla, L., 
Ratajczak, K. and Grabowski, K. (2008). Immu-
nohistochemical study of decorin expression in pol-
yps and carcinomas of the colon. Med.Sci.Monit. 14, 
CR530-5.

Auvinen, P., Rilla, K., Tumelius, R., Tammi, M., 
Sironen, R., Soini, Y., Kosma, V. M., Mannermaa, 
A., Viikari, J. and Tammi, R. (2014). Hyaluronan 
synthases (HAS1-3) in stromal and malignant cells 
correlate with breast cancer grade and predict patient 
survival. Breast Cancer Res.Treat. 143, 277-286.

Baghy, K., Horvath, Z., Regos, E., Kiss, K., Schaff, 
Z., Iozzo, R. V. and Kovalszky, I. (2013). Decorin 
interferes with platelet-derived growth factor recep-
tor signaling in experimental hepatocarcinogenesis. 
FEBS J. 280, 2150-2164.

Balazs, E. A., Laurent, T. C. and Jeanloz, R. W. 
(1986). Nomenclature of hyaluronic acid. Biochem-
.J. 235, 903.

Balkwill, F. R., Capasso, M. and Hagemann, T. 
(2012). The tumor microenvironment at a glance. 
J.Cell.Sci. 125, 5591-5596.

Bansal, J., Kedige, S. D. and Anand, S. (2010). Hy-
aluronic acid: a promising mediator for periodontal 
regeneration. Indian J.Dent.Res. 21, 575-578.

Becker, B. F., Jacob, M., Leipert, S., Salmon, A. H. 
and Chappell, D. (2015). Degradation of the endo-
thelial glycocalyx in clinical settings: searching for 
the sheddases. Br.J.Clin.Pharmacol.

Bella, J., Hindle, K. L., McEwan, P. A. and Lovell, 
S. C. (2008). The leucine-rich repeat structure. Cell 
Mol.Life Sci. 65, 2307-2333.

Belotti, D., Foglieni, C., Resovi, A., Giavazzi, R. and 
Taraboletti, G. (2011). Targeting angiogenesis with 
compounds from the extracellular matrix. Int.J.Bio-
chem.Cell Biol. 43, 1674-1685.

Berdiaki, A., Nikitovic, D., Tsatsakis, A., Katonis, P., 
Karamanos, N. K. and Tzanakakis, G. N. (2009). 
bFGF induces changes in hyaluronan synthase and 
hyaluronidase isoform expression and modulates the 
migration capacity of fibrosarcoma cells. Biochim.
Biophys.Acta. 1790, 1258-1265.

Bertrand, P., Girard, N., Delpech, B., Duval, C., 
d’Anjou, J. and Dauce, J. P. (1992). Hyaluronan 
(hyaluronic acid) and hyaluronectin in the extracel-
lular matrix of human breast carcinomas: compari-



 References 63

son between invasive and non-invasive areas. Int.J.
Cancer. 52, 1-6.

Bi, X., Tong, C., Dockendorff, A., Bancroft, L., Gal-
lagher, L., Guzman, G., Iozzo, R. V., Augenlicht, 
L. H. and Yang, W. (2008). Genetic deficiency of 
decorin causes intestinal tumor formation through 
disruption of intestinal cell maturation. Carcinogen-
esis. 29, 1435-1440.

Bian, X. H., Zhou, G. Y., Wang, L. N., Ma, J. F., 
Fan, Q. L., Liu, N., Bai, Y., Guo, W., Wang, Y. Q., 
Sun, G. P. et al. (2013). The role of CD44-hyaluron-
ic acid interaction in exogenous mesenchymal stem 
cells homing to rat remnant kidney. Kidney Blood 
Press.Res. 38, 11-20.

Bianco, P., Fisher, L. W., Young, M. F., Termine, J. 
D. and Robey, P. G. (1990). Expression and local-
ization of the two small proteoglycans biglycan and 
decorin in developing human skeletal and non-skel-
etal tissues. J.Histochem.Cytochem. 38, 1549-1563.

Bidanset, D. J., Guidry, C., Rosenberg, L. C., Choi, 
H. U., Timpl, R. and Hook, M. (1992). Binding of 
the proteoglycan decorin to collagen type VI. J.Biol.
Chem. 267, 5250-5256.

Bishop, P. N. (2015). The role of extracellular matrix 
in retinal vascular development and preretinal neo-
vascularization. Exp.Eye Res. 133, 30-36.

Bissell, M. J. and Hines, W. C. (2011). Why don’t we 
get more cancer? A proposed role of the microenvi-
ronment in restraining cancer progression. Nat.Med. 
17, 320-329.

Bohrer, L. R., Chuntova, P., Bade, L. K., Beadnell, 
T. C., Leon, R. P., Brady, N. J., Ryu, Y., Goldberg, 
J. E., Schmechel, S. C., Koopmeiners, J. S. et al. 
(2014). Activation of the FGFR-STAT3 pathway in 
breast cancer cells induces a hyaluronan-rich micro-
environment that licenses tumor formation. Cancer 
Res. 74, 374-386.

Boivin, W. A., Shackleford, M., Vanden Hoek, A., 
Zhao, H., Hackett, T. L., Knight, D. A. and Gran-
ville, D. J. (2012). Granzyme B cleaves decorin, 
biglycan and soluble betaglycan, releasing active 
transforming growth factor-beta1. PLoS One. 7, 
e33163.

Bollyky, P. L., Bogdani, M., Bollyky, J. B., Hull, R. 
L. and Wight, T. N. (2012). The role of hyaluronan 
and the extracellular matrix in islet inflammation and 
immune regulation. Curr.Diab Rep. 12, 471-480.

Bornstein, P. and Sage, E. H. (2002). Matricellular 
proteins: extracellular modulators of cell function. 
Curr.Opin.Cell Biol. 14, 608-616.

Bosl, G. J. and Motzer, R. J. (1997). Testicular germ-
cell cancer. N.Engl.J.Med. 337, 242-253.

Bot, P. T., Hoefer, I. E., Piek, J. J. and Pasterkamp, 
G. (2008). Hyaluronic acid: targeting immune mod-

ulatory components of the extracellular matrix in 
atherosclerosis. Curr.Med.Chem. 15, 786-791.

Bot, P. T., Pasterkamp, G., Goumans, M. J., Strij-
der, C., Moll, F. L., de Vries, J. P., Pals, S. T., de 
Kleijn, D. P., Piek, J. J. and Hoefer, I. E. (2010). 
Hyaluronic acid metabolism is increased in unstable 
plaques. Eur.J.Clin.Invest. 40, 818-827.

Bourguignon, L. Y. and Bikle, D. (2015). Selective 
Hyaluronan-CD44 Signaling Promotes miRNA-21 
Expression and Interacts with Vitamin D Function 
during Cutaneous Squamous Cell Carcinomas Pro-
gression Following UV Irradiation. Front.Immunol. 
6, 224.

Bozoky, B., Savchenko, A., Guven, H., Ponten, 
F., Klein, G. and Szekely, L. (2014). Decreased 
decorin expression in the tumor microenvironment. 
Cancer.Med. 3, 485-491.

Brandan, E., Cabello-Verrugio, C. and Vial, C. 
(2008). Novel regulatory mechanisms for the pro-
teoglycans decorin and biglycan during muscle 
formation and muscular dystrophy. Matrix Biol. 27, 
700-708.

Brodsky, B. and Persikov, A. V. (2005). Molecular 
structure of the collagen triple helix. Adv.Protein 
Chem. 70, 301-339.

Broekhuizen, L. N., Lemkes, B. A., Mooij, H. L., 
Meuwese, M. C., Verberne, H., Holleman, F., 
Schlingemann, R. O., Nieuwdorp, M., Stroes, E. 
S. and Vink, H. (2010). Effect of sulodexide on en-
dothelial glycocalyx and vascular permeability in 
patients with type 2 diabetes mellitus. Diabetologia. 
53, 2646-2655.

Brooks, P. C., Clark, R. A. and Cheresh, D. A. 
(1994). Requirement of vascular integrin alpha v 
beta 3 for angiogenesis. Science. 264, 569-571.

Brown, L. F., Guidi, A. J., Schnitt, S. J., Van De Wa-
ter, L., Iruela-Arispe, M. L., Yeo, T. K., Tognazzi, 
K. and Dvorak, H. F. (1999). Vascular stroma for-
mation in carcinoma in situ, invasive carcinoma, and 
metastatic carcinoma of the breast. Clin.Cancer Res. 
5, 1041-1056.

Brownlee, M. (2001). Biochemistry and molecular 
cell biology of diabetic complications. Nature. 414, 
813-820.

Buraschi, S., Neill, T., Goyal, A., Poluzzi, C., Smyth-
ies, J., Owens, R. T., Schaefer, L., Torres, A. and 
Iozzo, R. V. (2013). Decorin causes autophagy in en-
dothelial cells via Peg3. Proc.Natl.Acad.Sci.U.S.A. 
110, E2582-91.

Buraschi, S., Neill, T., Owens, R. T., Iniguez, L. A., 
Purkins, G., Vadigepalli, R., Evans, B., Schaefer, 
L., Peiper, S. C., Wang, Z. X. et al. (2012). Decorin 
protein core affects the global gene expression pro-
file of the tumor microenvironment in a triple-neg-



64 References 

ative orthotopic breast carcinoma xenograft model. 
PLoS One. 7, e45559.

Buse, M. G. (2006). Hexosamines, insulin resistance, 
and the complications of diabetes: current status. 
Am.J.Physiol.Endocrinol.Metab. 290, E1-E8.

Calabrese, G. C., Gazzaniga, S., Oberkersch, R. 
and Wainstok, R. (2011). Decorin and biglycan ex-
pression: its relation with endothelial heterogeneity. 
Histol.Histopathol. 26, 481-490.

Camenisch, T. D., Spicer, A. P., Brehm-Gibson, T., 
Biesterfeldt, J., Augustine, M. L., Calabro, A.,Jr, 
Kubalak, S., Klewer, S. E. and McDonald, J. A. 
(2000). Disruption of hyaluronan synthase-2 abro-
gates normal cardiac morphogenesis and hyaluro-
nan-mediated transformation of epithelium to mes-
enchyme. J.Clin.Invest. 106, 349-360.

Campo, G. M., Avenoso, A., Micali, A., Nastasi, 
G., Squadrito, F., Altavilla, D., Bitto, A., Polito, 
F., Rinaldi, M. G., Calatroni, A. et al. (2010). 
High-molecular weight hyaluronan reduced renal 
PKC activation in genetically diabetic mice. Bio-
chim.Biophys.Acta. 1802, 1118-1130.

Cao, G., Savani, R. C., Fehrenbach, M., Lyons, C., 
Zhang, L., Coukos, G. and Delisser, H. M. (2006). 
Involvement of endothelial CD44 during in vivo an-
giogenesis. Am.J.Pathol. 169, 325-336.

Carmeliet, P. (2000). Mechanisms of angiogenesis 
and arteriogenesis. Nat.Med. 6, 389-395.

Cawthorn, T. R., Moreno, J. C., Dharsee, M., Tran-
Thanh, D., Ackloo, S., Zhu, P. H., Sardana, G., 
Chen, J., Kupchak, P., Jacks, L. M. et al. (2012). 
Proteomic analyses reveal high expression of 
decorin and endoplasmin (HSP90B1) are associated 
with breast cancer metastasis and decreased surviv-
al. PLoS One. 7, e30992.

Chai, S., Chai, Q., Danielsen, C. C., Hjorth, P., 
Nyengaard, J. R., Ledet, T., Yamaguchi, Y., Ras-
mussen, L. M. and Wogensen, L. (2005). Overex-
pression of hyaluronan in the tunica media promotes 
the development of atherosclerosis. Circ.Res. 96, 
583-591.

Chen, C. H., Wang, S. S., Wei, E. I., Chu, T. Y. and 
Hsieh, P. C. (2013). Hyaluronan enhances bone 
marrow cell therapy for myocardial repair after in-
farction. Mol.Ther. 21, 670-679.

Chen, S. and Birk, D. E. (2013). The regulatory roles 
of small leucine-rich proteoglycans in extracellular 
matrix assembly. FEBS J. 280, 2120-2137.

Chen, S., Young, M. F., Chakravarti, S. and Birk, 
D. E. (2014). Interclass small leucine-rich repeat 
proteoglycan interactions regulate collagen fibrillo-
genesis and corneal stromal assembly. Matrix Biol. 
35, 103-111.

Chen, X. D., Fisher, L. W., Robey, P. G. and Young, 
M. F. (2004). The small leucine-rich proteoglycan 
biglycan modulates BMP-4-induced osteoblast dif-
ferentiation. FASEB J. 18, 948-958.

Chopra, R. K., Pearson, C. H., Pringle, G. A., Fack-
re, D. S. and Scott, P. G. (1985). Dermatan sulphate 
is located on serine-4 of bovine skin proteodermatan 
sulphate. Demonstration that most molecules pos-
sess only one glycosaminoglycan chain and compar-
ison of amino acid sequences around glycosylation 
sites in different proteoglycans. Biochem.J. 232, 
277-279.

Coleman, P. J. (2005). A role for hyaluronan in the 
preservation of interstitial structure. Microcircula-
tion. 12, 209-221.

Coleman, P. J., Scott, D., Mason, R. M. and Levick, 
J. R. (1999). Characterization of the effect of high 
molecular weight hyaluronan on trans-synovial flow 
in rabbit knees. J.Physiol. 514 ( Pt 1), 265-282.

Constantinescu, A. A., Vink, H. and Spaan, J. A. 
(2003). Endothelial cell glycocalyx modulates im-
mobilization of leukocytes at the endothelial sur-
face. Arterioscler.Thromb.Vasc.Biol. 23, 1541-1547.

Couchman, J. R. (2010). Transmembrane signaling 
proteoglycans. Annu.Rev.Cell Dev.Biol. 26, 89-114.

Coulson-Thomas, V. J., Coulson-Thomas, Y. M., 
Gesteira, T. F., de Paula, C. A., Mader, A. M., 
Waisberg, J., Pinhal, M. A., Friedl, A., Toma, L. 
and Nader, H. B. (2011). Colorectal cancer desmo-
plastic reaction up-regulates collagen synthesis and 
restricts cancer cell invasion. Cell Tissue Res. 346, 
223-236.

Cowman, M. K., Lee, H. G., Schwertfeger, K. L., 
McCarthy, J. B. and Turley, E. A. (2015). The 
Content and Size of Hyaluronan in Biological Fluids 
and Tissues. Front.Immunol. 6, 261.

Cox, T. R. and Erler, J. T. (2011). Remodeling and 
homeostasis of the extracellular matrix: implications 
for fibrotic diseases and cancer. Dis.Model.Mech. 4, 
165-178.

Cretu, A., Roth, J. M., Caunt, M., Akalu, A., Poli-
carpio, D., Formenti, S., Gagne, P., Liebes, L. and 
Brooks, P. C. (2007). Disruption of endothelial cell 
interactions with the novel HU177 cryptic collagen 
epitope inhibits angiogenesis. Clin.Cancer Res. 13, 
3068-3078.

Csoka, A. B., Frost, G. I. and Stern, R. (2001). The 
six hyaluronidase-like genes in the human and 
mouse genomes. Matrix Biol. 20, 499-508.

Culty, M., Nguyen, H. A. and Underhill, C. B. 
(1992). The hyaluronan receptor (CD44) partici-
pates in the uptake and degradation of hyaluronan. 
J.Cell Biol. 116, 1055-1062.



 References 65

Daley, W. P., Peters, S. B. and Larsen, M. (2008). 
Extracellular matrix dynamics in development and 
regenerative medicine. J.Cell.Sci. 121, 255-264.

Danielson, K. G., Fazzio, A., Cohen, I., Cannizza-
ro, L. A., Eichstetter, I. and Iozzo, R. V. (1993). 
The human decorin gene: intron-exon organization, 
discovery of two alternatively spliced exons in the 
5’ untranslated region, and mapping of the gene to 
chromosome 12q23. Genomics. 15, 146-160.

Danielson, K. G., Baribault, H., Holmes, D. F., Gra-
ham, H., Kadler, K. E. and Iozzo, R. V. (1997). 
Targeted disruption of decorin leads to abnormal 
collagen fibril morphology and skin fragility. J.Cell 
Biol. 136, 729-743.

Davies Cde, L., Melder, R. J., Munn, L. L., Mou-
ta-Carreira, C., Jain, R. K. and Boucher, Y. 
(2001). Decorin inhibits endothelial migration and 
tube-like structure formation: role of thrombospon-
din-1. Microvasc.Res. 62, 26-42.

Davis, G. E., Bayless, K. J., Davis, M. J. and 
Meininger, G. A. (2000). Regulation of tissue inju-
ry responses by the exposure of matricryptic sites 
within extracellular matrix molecules. Am.J.Pathol. 
156, 1489-1498.

Day, A. J. and Prestwich, G. D. (2002). Hyaluro-
nan-binding proteins: tying up the giant. J.Biol.
Chem. 277, 4585-4588.

Day, A. J. and de la Motte, C. A. (2005). Hyaluronan 
cross-linking: a protective mechanism in inflamma-
tion? Trends Immunol. 26, 637-643.

de la Motte, C. A., Hascall, V. C., Drazba, J., Ban-
dyopadhyay, S. K. and Strong, S. A. (2003). 
Mononuclear leukocytes bind to specific hyaluronan 
structures on colon mucosal smooth muscle cells 
treated with polyinosinic acid:polycytidylic acid: in-
ter-alpha-trypsin inhibitor is crucial to structure and 
function. Am.J.Pathol. 163, 121-133.

De Luca, A., Santra, M., Baldi, A., Giordano, A. and 
Iozzo, R. V. (1996). Decorin-induced growth sup-
pression is associated with up-regulation of p21, an 
inhibitor of cyclin-dependent kinases. J.Biol.Chem. 
271, 18961-18965.

Debelle, L. and Tamburro, A. M. (1999). Elastin: 
molecular description and function. Int.J.Biochem.
Cell Biol. 31, 261-272.

Deen, A. J., Rilla, K., Oikari, S., Karna, R., Bart, G., 
Hayrinen, J., Bathina, A. R., Ropponen, A., Mak-
konen, K., Tammi, R. H. et al. (2014). Rab10-me-
diated endocytosis of the hyaluronan synthase HAS3 
regulates hyaluronan synthesis and cell adhesion to 
collagen. J.Biol.Chem. 289, 8375-8389.

Dellett, M., Hu, W., Papadaki, V. and Ohnuma, S. 
(2012). Small leucine rich proteoglycan family reg-
ulates multiple signalling pathways in neural devel-

opment and maintenance. Dev.Growth Differ. 54, 
327-340.

Dicker, K. T., Gurski, L. A., Pradhan-Bhatt, S., 
Witt, R. L., Farach-Carson, M. C. and Jia, X. 
(2014). Hyaluronan: a simple polysaccharide with 
diverse biological functions. Acta Biomater. 10, 
1558-1570.

Dietrich, A., Tanczos, E., Vanscheidt, W., Schopf, E. 
and Simon, J. C. (1997). Detection of CD44 splice 
variants in formalin-fixed, paraffin-embedded spec-
imens of human skin cancer. J.Cutan.Pathol. 24, 
37-42.

Diez-Torre, A., Silvan, U., Diaz-Nunez, M. and Are-
chaga, J. (2010). The role of microenvironment in 
testicular germ cell tumors. Cancer.Biol.Ther. 10, 
529-536.

Diez-Torre, A., Silvan, U., De Wever, O., Bruyneel, 
E., Mareel, M. and Arechaga, J. (2004). Germinal 
tumor invasion and the role of the testicular stroma. 
Int.J.Dev.Biol. 48, 545-557.

Dil, N. and Banerjee, A. G. (2012). Knockdown of 
aberrantly expressed nuclear localized decorin at-
tenuates tumour angiogenesis related mediators in 
oral cancer progression model in vitro. Head.Neck.
Oncol. 4, 11-3284-4-11.

Dimmeler, S. and Zeiher, A. M. (2000). Endothelial 
cell apoptosis in angiogenesis and vessel regression. 
Circ.Res. 87, 434-439.

Du, P., Subbiah, R., Park, J. H. and Park, K. (2014). 
Vascular morphogenesis of human umbilical vein 
endothelial cells on cell-derived macromolecular 
matrix microenvironment. Tissue Eng.Part A. 20, 
2365-2377.

Duncan, M. B. (2013). Extracellular matrix transcrip-
tome dynamics in hepatocellular carcinoma. Matrix 
Biol. 32, 393-398.

Dyrskjøt, L., Kruhøffer, M., Thykjaer, T., Marcus-
sen, N., Jensen, J. L., Møller, K. and Ørntoft, T. 
F. (2004). Gene expression in the urinary bladder: a 
common carcinoma in situ gene expression signa-
ture exists disregarding histopathological classifica-
tion. Cancer Res. 64, 4040-4048.

Ebid, R. (2015). Hyaluronan and its function as an 
unspecific regulator of cell-bound receptors. Med.
Hypotheses.

Ebid, R., Lichtnekert, J. and Anders, H. J. (2014). 
Hyaluronan is not a ligand but a regulator of toll-like 
receptor signaling in mesangial cells: role of extra-
cellular matrix in innate immunity. ISRN Nephrol. 
2014, 714081.

Edgar, L. T., Hoying, J. B., Utzinger, U., Under-
wood, C. J., Krishnan, L., Baggett, B. K., Maas, 
S. A., Guilkey, J. E. and Weiss, J. A. (2014). Me-
chanical interaction of angiogenic microvessels 



66 References 

with the extracellular matrix. J.Biomech.Eng. 136, 
021001.

Egeblad, M., Rasch, M. G. and Weaver, V. M. 
(2010). Dynamic interplay between the collagen 
scaffold and tumor evolution. Curr.Opin.Cell Biol. 
22, 697-706.

El Behi, M., Krumeich, S., Lodillinsky, C., Ka-
moun, A., Tibaldi, L., Sugano, G., De Reynies, A., 
Chapeaublanc, E., Laplanche, A., Lebret, T. et al. 
(2013). An essential role for decorin in bladder can-
cer invasiveness. EMBO Mol.Med. 5, 1835-1851.

Entwistle, J., Hall, C. L. and Turley, E. A. (1996). 
HA receptors: regulators of signalling to the cyto-
skeleton. J.Cell.Biochem. 61, 569-577.

Enver, T., Soneji, S., Joshi, C., Brown, J., Iborra, 
F., Orntoft, T., Thykjaer, T., Maltby, E., Smith, 
K., Abu Dawud, R. et al. (2005a). Cellular differ-
entiation hierarchies in normal and culture-adapted 
human embryonic stem cells. Hum.Mol.Genet. 14, 
3129-3140.

Enver, T., Soneji, S., Joshi, C., Brown, J., Iborra, 
F., Orntoft, T., Thykjaer, T., Maltby, E., Smith, 
K., Abu Dawud, R. et al. (2005b). Cellular differ-
entiation hierarchies in normal and culture-adapted 
human embryonic stem cells. Hum.Mol.Genet. 14, 
3129-3140.

Eshchenko, T. Y., Rykova, V. I., Chernakov, A. E., 
Sidorov, S. V. and Grigorieva, E. V. (2007). Ex-
pression of different proteoglycans in human breast 
tumors. Biochemistry (Mosc). 72, 1016-1020.

Esko, J. D., Kimata, K. and Lindahl, U. (2009). 
Proteoglycans and Sulfated Glycosaminoglycans. 
In Essentials of Glycobiology (ed. A. Varki, R. D. 
Cummings, J. D. Esko, H. H. Freeze, P. Stanley, 
C. R. Bertozzi, G. W. Hart and M. E. Etzler). Cold 
Spring Harbor (NY): The Consortium of Glycobiol-
ogy Editors, La Jolla, California.

Esteller, M. (2007). Cancer epigenomics: DNA meth-
ylomes and histone-modification maps. Nat.Rev.
Genet. 8, 286-298.

Evanko, S. P. and Wight, T. N. (1999). Intracellular 
localization of hyaluronan in proliferating cells. 
J.Histochem.Cytochem. 47, 1331-1342.

Evanko, S. P., Tammi, M. I., Tammi, R. H. and 
Wight, T. N. (2007). Hyaluronan-dependent peri-
cellular matrix. Adv.Drug Deliv.Rev. 59, 1351-1365.

Ezura, Y., Chakravarti, S., Oldberg, A., Chervon-
eva, I. and Birk, D. E. (2000). Differential expres-
sion of lumican and fibromodulin regulate collagen 
fibrillogenesis in developing mouse tendons. J.Cell 
Biol. 151, 779-788.

Fiedler, L. R. and Eble, J. A. (2009). Decorin regu-
lates endothelial cell-matrix interactions during an-
giogenesis. Cell.Adh Migr. 3, 3-6.

Fiedler, L. R., Schonherr, E., Waddington, R., 
Niland, S., Seidler, D. G., Aeschlimann, D. and 
Eble, J. A. (2008). Decorin regulates endothelial 
cell motility on collagen I through activation of in-
sulin-like growth factor I receptor and modulation 
of alpha2beta1 integrin activity. J.Biol.Chem. 283, 
17406-17415.

Fields, G. B. (2013). Interstitial collagen catabolism. 
J.Biol.Chem. 288, 8785-8793.

Fisher, G. J. (2015). Cancer resistance, high molecular 
weight hyaluronic acid, and longevity. J.Cell.Com-
mun.Signal. 9, 91-92.

Folkman, J. and Shing, Y. (1992). Angiogenesis. 
J.Biol.Chem. 267, 10931-10934.

Fowler, M. J. (2008). Microvascular and macrovascu-
lar complications of diabetes. Clinical Diabetes. 26, 
77-82.

Frantz, C., Stewart, K. M. and Weaver, V. M. 
(2010). The extracellular matrix at a glance. J.Cell.
Sci. 123, 4195-4200.

Fraser, J. R., Laurent, T. C. and Laurent, U. B. 
(1997). Hyaluronan: its nature, distribution, func-
tions and turnover. J.Intern.Med. 242, 27-33.

Frey, H., Schroeder, N., Manon-Jensen, T., Iozzo, 
R. V. and Schaefer, L. (2013). Biological interplay 
between proteoglycans and their innate immune re-
ceptors in inflammation. FEBS J. 280, 2165-2179.

Fuchs, K., Hippe, A., Schmaus, A., Homey, B., Sl-
eeman, J. P. and Orian-Rousseau, V. (2013). Op-
posing effects of high- and low-molecular weight 
hyaluronan on CXCL12-induced CXCR4 signaling 
depend on CD44. Cell.Death Dis. 4, e819.

Fullar, A., Dudas, J., Olah, L., Hollosi, P., Papp, Z., 
Sobel, G., Karaszi, K., Paku, S., Baghy, K. and 
Kovalszky, I. (2015). Remodeling of extracellular 
matrix by normal and tumor-associated fibroblasts 
promotes cervical cancer progression. BMC Cancer. 
15, 256-015-1272-3.

Fulop, C., Salustri, A. and Hascall, V. C. (1997). 
Coding sequence of a hyaluronan synthase homo-
logue expressed during expansion of the mouse 
cumulus-oocyte complex. Arch.Biochem.Biophys. 
337, 261-266.

Gale, N. W., Prevo, R., Espinosa, J., Ferguson, D. J., 
Dominguez, M. G., Yancopoulos, G. D., Thurston, 
G. and Jackson, D. G. (2007). Normal lymphatic 
development and function in mice deficient for the 
lymphatic hyaluronan receptor LYVE-1. Mol.Cell.
Biol. 27, 595-604.

Galeano, M., Polito, F., Bitto, A., Irrera, N., Cam-
po, G. M., Avenoso, A., Calo, M., Lo Cascio, P., 
Minutoli, L., Barone, M. et al. (2011). Systemic 
administration of high-molecular weight hyaluro-



 References 67

nan stimulates wound healing in genetically diabetic 
mice. Biochim.Biophys.Acta. 1812, 752-759.

Gao, F., Yang, C. X., Mo, W., Liu, Y. W. and He, Y. 
Q. (2008). Hyaluronan oligosaccharides are poten-
tial stimulators to angiogenesis via RHAMM medi-
ated signal pathway in wound healing. Clin.Invest.
Med. 31, E106-16.

Gao, L. and Lipowsky, H. H. (2010). Composition 
of the endothelial glycocalyx and its relation to its 
thickness and diffusion of small solutes. Microvasc.
Res. 80, 394-401.

Garcia-Posadas, L., Contreras-Ruiz, L., Ar-
ranz-Valsero, I., Lopez-Garcia, A., Calonge, M. 
and Diebold, Y. (2014). CD44 and RHAMM hy-
aluronan receptors in human ocular surface inflam-
mation. Graefes Arch.Clin.Exp.Ophthalmol. 252, 
1289-1295.

Gasimli, L., Stansfield, H. E., Nairn, A. V., Liu, H., 
Paluh, J. L., Yang, B., Dordick, J. S., Moremen, 
K. W. and Linhardt, R. J. (2013). Structural re-
modeling of proteoglycans upon retinoic acid-in-
duced differentiation of NCCIT cells. Glycoconj.J. 
30, 497-510.

Gasimli, L., Hickey, A. M., Yang, B., Li, G., dela 
Rosa, M., Nairn, A. V., Kulik, M. J., Dordick, 
J. S., Moremen, K. W., Dalton, S. et al. (2014). 
Changes in glycosaminoglycan structure on differ-
entiation of human embryonic stem cells towards 
mesoderm and endoderm lineages. Biochim.Bio-
phys.Acta. 1840, 1993-2003.

Gelse, K., Poschl, E. and Aigner, T. (2003). Colla-
gens--structure, function, and biosynthesis. Adv.
Drug Deliv.Rev. 55, 1531-1546.

Genasetti, A., Vigetti, D., Viola, M., Karousou, E., 
Moretto, P., Rizzi, M., Bartolini, B., Clerici, M., 
Pallotti, F., De Luca, G. et al. (2008). Hyaluronan 
and human endothelial cell behavior. Connect.Tissue 
Res. 49, 120-123.

Geng, Y., McQuillan, D. and Roughley, P. J. (2006). 
SLRP interaction can protect collagen fibrils from 
cleavage by collagenases. Matrix Biol. 25, 484-491.

Goldoni, S. and Iozzo, R. V. (2008). Tumor micro-
environment: Modulation by decorin and related 
molecules harboring leucine-rich tandem motifs. 
Int.J.Cancer. 123, 2473-2479.

Goldoni, S., Humphries, A., Nyström, A., Sattar, S., 
Owens, R. T., McQuillan, D. J., Ireton, K. and 
Iozzo, R. V. (2009). Decorin is a novel antagonistic 
ligand of the Met receptor. J.Cell Biol. 185, 743-754.

Goldoni, S., Seidler, D. G., Heath, J., Fassan, M., 
Baffa, R., Thakur, M. L., Owens, R. T., McQuil-
lan, D. J. and Iozzo, R. V. (2008). An antimetastatic 
role for decorin in breast cancer. Am.J.Pathol. 173, 
844-855.

Gordon, M. K. and Hahn, R. A. (2010). Collagens. 
Cell Tissue Res. 339, 247-257.

Goueffic, Y., Guilluy, C., Guerin, P., Patra, P., Pa-
caud, P. and Loirand, G. (2006). Hyaluronan 
induces vascular smooth muscle cell migration 
through RHAMM-mediated PI3K-dependent Rac 
activation. Cardiovasc.Res. 72, 339-348.

Goyal, A., Neill, T., Owens, R. T., Schaefer, L. and 
Iozzo, R. V. (2014). Decorin activates AMPK, an 
energy sensor kinase, to induce autophagy in endo-
thelial cells. Matrix Biol. 34, 46-54.

Grant, D. S., Yenisey, C., Rose, R. W., Tootell, M., 
Santra, M. and Iozzo, R. V. (2002). Decorin sup-
presses tumor cell-mediated angiogenesis. Onco-
gene. 21, 4765-4777.

Grisaru, D., Hauspy, J., Prasad, M., Albert, M., 
Murphy, K. J., Covens, A., Macgregor, P. F. and 
Rosen, B. (2007). Microarray expression identifica-
tion of differentially expressed genes in serous ep-
ithelial ovarian cancer compared with bulk normal 
ovarian tissue and ovarian surface scrapings. Oncol.
Rep. 18, 1347-1356.

Gu, Y., Zhang, S., Wu, Q., Xu, S., Cui, Y., Yang, 
Z., Zhao, X. and Sun, B. (2010). Differential ex-
pression of decorin, EGFR and cyclin D1 during 
mammary gland carcinogenesis in TA2 mice with 
spontaneous breast cancer. J.Exp.Clin.Cancer Res. 
29, 6-9966-29-6.

Gubbiotti, M. A., Neill, T., Frey, H., Schaefer, L. and 
Iozzo, R. V. (2015). Decorin is an autophagy-induc-
ible proteoglycan and is required for proper in vivo 
autophagy. Matrix Biol.

Gushulak, L., Hemming, R., Martin, D., Seyran-
tepe, V., Pshezhetsky, A. and Triggs-Raine, B. 
(2012). Hyaluronidase 1 and beta-hexosamini-
dase have redundant functions in hyaluronan and 
chondroitin sulfate degradation. J.Biol.Chem. 287, 
16689-16697.

Gutierrez, P., O’Brien, K. D., Ferguson, M., Nik-
kari, S. T., Alpers, C. E. and Wight, T. N. (1997). 
Differences in the distribution of versican, decorin, 
and biglycan in atherosclerotic human coronary ar-
teries. Cardiovasc.Pathol. 6, 271-278.

Hadi, H. A. and Suwaidi, J. A. (2007). Endothelial 
dysfunction in diabetes mellitus. Vasc.Health.Risk 
Manag. 3, 853-876.

Hallmann, R., Horn, N., Selg, M., Wendler, O., 
Pausch, F. and Sorokin, L. M. (2005). Expression 
and function of laminins in the embryonic and ma-
ture vasculature. Physiol.Rev. 85, 979-1000.

Hamaia, S. and Farndale, R. W. (2014). Integrin rec-
ognition motifs in the human collagens. Adv.Exp.
Med.Biol. 819, 127-142.



68 References 

Hamid, A. S., Li, J., Wang, Y., Wu, X., Ali, H. A., 
Du, Z., Bo, L., Zhang, Y. and Zhang, G. (2013). 
Recombinant human decorin upregulates p57KIP(2) 
expression in HepG2 hepatoma cell lines. Mol.Med.
Rep. 8, 511-516.

Hascall, V. C., Majors, A. K., De La Motte, C. A., 
Evanko, S. P., Wang, A., Drazba, J. A., Strong, 
S. A. and Wight, T. N. (2004). Intracellular hyal-
uronan: a new frontier for inflammation? Biochim.
Biophys.Acta. 1673, 3-12.

He, S., Nakada, D. and Morrison, S. J. (2009). Mech-
anisms of stem cell self-renewal. Annu.Rev.Cell Dev.
Biol. 25, 377-406.

Heffron, C. C., Gallagher, M. F., Guenther, S., Sher-
lock, J., Henfrey, R., Martin, C., Sheils, O. and 
O’Leary, J. J. (2007). Global mRNA analysis to de-
termine a transcriptome profile of cancer stemness 
in a mouse model. Anticancer Res. 27, 1319-1324.

Heino, J. (2014). Cellular signaling by collagen-bind-
ing integrins. Adv.Exp.Med.Biol. 819, 143-155.

Henry, C. B. and Duling, B. R. (1999). Permeation 
of the luminal capillary glycocalyx is determined by 
hyaluronan. Am.J.Physiol. 277, H508-14.

Herrera, M. B., Bussolati, B., Bruno, S., Moran-
do, L., Mauriello-Romanazzi, G., Sanavio, F., 
Stamenkovic, I., Biancone, L. and Camussi, G. 
(2007). Exogenous mesenchymal stem cells localize 
to the kidney by means of CD44 following acute tu-
bular injury. Kidney Int. 72, 430-441.

Hildebrand, A., Romaris, M., Rasmussen, L. M., 
Heinegard, D., Twardzik, D. R., Border, W. A. 
and Ruoslahti, E. (1994). Interaction of the small 
interstitial proteoglycans biglycan, decorin and fi-
bromodulin with transforming growth factor beta. 
Biochem.J. 302 ( Pt 2), 527-534.

Hocking, A. M., Shinomura, T. and McQuillan, D. 
J. (1998). Leucine-rich repeat glycoproteins of the 
extracellular matrix. Matrix Biol. 17, 1-19.

Hohenester, E. and Yurchenco, P. D. (2013). 
Laminins in basement membrane assembly. Cell.
Adh Migr. 7, 56-63.

Horvath, Z., Kovalszky, I., Fullar, A., Kiss, K., 
Schaff, Z., Iozzo, R. V. and Baghy, K. (2014). 
Decorin deficiency promotes hepatic carcinogene-
sis. Matrix Biol. 35, 194-205.

Huang, G., Ye, S., Zhou, X., Liu, D. and Ying, Q. 
L. (2015). Molecular basis of embryonic stem cell 
self-renewal: from signaling pathways to pluripoten-
cy network. Cell Mol.Life Sci. 72, 1741-1757.

Hull, R. L., Bogdani, M., Nagy, N., Johnson, P. Y. 
and Wight, T. N. (2015). Hyaluronan: A Mediator 
of Islet Dysfunction and Destruction in Diabetes? 
J.Histochem.Cytochem. 63, 592-603.

Hultman, I., Bjork, L., Blomberg, E., Sandstedt, B. 
and Ahrlund-Richter, L. (2014). Experimental ter-
atoma: at the crossroad of fetal- and onco-develop-
ment. Semin.Cancer Biol. 29, 75-79.

Hynes, R. O. (2009). The extracellular matrix: not just 
pretty fibrils. Science. 326, 1216-1219.

Hynes, R. O. and Naba, A. (2012). Overview of the 
matrisome--an inventory of extracellular matrix 
constituents and functions. Cold Spring Harb Per-
spect.Biol. 4, a004903.

Ihalainen, S., Soliymani, R., Iivanainen, E., Myk-
känen, K., Sainio, A., Pöyhönen, M., Elenius, K., 
Järveläinen, H., Viitanen, M., Kalimo, H. et al. 
(2007). Proteome analysis of cultivated vascular 
smooth muscle cells from a CADASIL patient. Mol.
Med. 13, 305-314.

Imai, K., Hiramatsu, A., Fukushima, D., Pier-
schbacher, M. D. and Okada, Y. (1997). Degrada-
tion of decorin by matrix metalloproteinases: iden-
tification of the cleavage sites, kinetic analyses and 
transforming growth factor-beta1 release. Biochem-
.J. 322 ( Pt 3), 809-814.

Iozzo, R. V. (1997). The family of the small leu-
cine-rich proteoglycans: key regulators of matrix as-
sembly and cellular growth. Crit.Rev.Biochem.Mol.
Biol. 32, 141-174.

Iozzo, R. V. (1998). Matrix proteoglycans: from mo-
lecular design to cellular function. Annu.Rev.Bio-
chem. 67, 609-652.

Iozzo, R. V. and Murdoch, A. D. (1996). Proteogly-
cans of the extracellular environment: clues from 
the gene and protein side offer novel perspectives 
in molecular diversity and function. FASEB J. 10, 
598-614.

Iozzo, R. V. and Schaefer, L. (2010). Proteoglycans in 
health and disease: novel regulatory signaling mech-
anisms evoked by the small leucine-rich proteogly-
cans. FEBS J. 277, 3864-3875.

Iozzo, R. V. and Schaefer, L. (2015). Proteoglycan 
form and function: A comprehensive nomenclature 
of proteoglycans. Matrix Biol.

Iozzo, R. V., Moscatello, D. K., McQuillan, D. J. 
and Eichstetter, I. (1999a). Decorin is a biological 
ligand for the epidermal growth factor receptor. J.Bi-
ol.Chem. 274, 4489-4492.

Iozzo, R. V., Chakrani, F., Perrotti, D., McQuillan, 
D. J., Skorski, T., Calabretta, B. and Eichstetter, 
I. (1999b). Cooperative action of germ-line mu-
tations in decorin and p53 accelerates lymphoma 
tumorigenesis. Proc.Natl.Acad.Sci.U.S.A. 96, 3092-
3097.

Iozzo, R. V., Buraschi, S., Genua, M., Xu, S. Q., 
Solomides, C. C., Peiper, S. C., Gomella, L. G., 
Owens, R. C. and Morrione, A. (2011). Decorin 



 References 69

antagonizes IGF receptor I (IGF-IR) function by in-
terfering with IGF-IR activity and attenuating down-
stream signaling. J.Biol.Chem. 286, 34712-34721.

Isacke, C. M. and Yarwood, H. (2002). The hyaluro-
nan receptor, CD44. Int.J.Biochem.Cell Biol. 34, 
718-721.

Itano, N. (2008). Simple primary structure, complex 
turnover regulation and multiple roles of hyaluro-
nan. J.Biochem. 144, 131-137.

Itano, N. and Kimata, K. (1996). Molecular cloning 
of human hyaluronan synthase. Biochem.Biophys.
Res.Commun. 222, 816-820.

Itano, N. and Kimata, K. (2002). Mammalian hyal-
uronan synthases. IUBMB Life. 54, 195-199.

Itano, N., Zhuo, L. and Kimata, K. (2008). Impact 
of the hyaluronan-rich tumor microenvironment on 
cancer initiation and progression. Cancer.Sci. 99, 
1720-1725.

Itano, N., Sawai, T., Yoshida, M., Lenas, P., Yama-
da, Y., Imagawa, M., Shinomura, T., Hamaguchi, 
M., Yoshida, Y., Ohnuki, Y. et al. (1999). Three 
isoforms of mammalian hyaluronan synthases have 
distinct enzymatic properties. J.Biol.Chem. 274, 
25085-25092.

Järveläinen, H., Rönnemaa, T. and Viikari, J. 
(1986). Effect of sera from male type 2 (non-insu-
lin-dependent) diabetics on human aortic smooth 
muscle cells in culture. Med.Biol. 64, 361-366.

Järveläinen, H., Rönnemaa, T. and Lehtonen, A. 
(1987). Effect of sera from male type I (insulin-de-
pendent) diabetics on human aortic smooth muscle 
cells in culture. Acta Endocrinol.(Copenh). 114, 
362-370.

Järveläinen, H., Sainio, A. and Wight, T. N. (2015). 
Pivotal role for decorin in angiogenesis. Matrix Biol.

Järveläinen, H., Sainio, A., Koulu, M., Wight, T. N. 
and Penttinen, R. (2009). Extracellular matrix mol-
ecules: potential targets in pharmacotherapy. Phar-
macol.Rev. 61, 198-223.

Järveläinen, H., Puolakkainen, P., Pakkanen, S., 
Brown, E. L., Hook, M., Iozzo, R. V., Sage, E. 
H. and Wight, T. N. (2006). A role for decorin in 
cutaneous wound healing and angiogenesis. Wound 
Repair Regen. 14, 443-452.

Järveläinen, H. T., Kinsella, M. G., Wight, T. N. 
and Sandell, L. J. (1991). Differential expression 
of small chondroitin/dermatan sulfate proteogly-
cans, PG-I/biglycan and PG-II/decorin, by vascular 
smooth muscle and endothelial cells in culture. J.Bi-
ol.Chem. 266, 23274-23281.

Jian, J., Zheng, Z., Zhang, K., Rackohn, T. M., Hsu, 
C., Levin, A., Enjamuri, D. R., Zhang, X., Ting, 
K. and Soo, C. (2013). Fibromodulin promoted in 

vitro and in vivo angiogenesis. Biochem.Biophys.
Res.Commun. 436, 530-535.

Jiang, D., Liang, J. and Noble, P. W. (2007). Hyal-
uronan in tissue injury and repair. Annu.Rev.Cell 
Dev.Biol. 23, 435-461.

Jiang, D., Liang, J. and Noble, P. W. (2011). Hyal-
uronan as an immune regulator in human diseases. 
Physiol.Rev. 91, 221-264.

Jiang, X., Yu, Y., Yang, H. W., Agar, N. Y., Frado, 
L. and Johnson, M. D. (2010). The imprinted gene 
PEG3 inhibits Wnt signaling and regulates glioma 
growth. J.Biol.Chem. 285, 8472-8480.

Johnson, L. A., Prevo, R., Clasper, S. and Jackson, 
D. G. (2007). Inflammation-induced uptake and 
degradation of the lymphatic endothelial hyaluronan 
receptor LYVE-1. J.Biol.Chem. 282, 33671-33680.

Jordan, A. R., Racine, R. R., Hennig, M. J. and 
Lokeshwar, V. B. (2015). The Role of CD44 in 
Disease Pathophysiology and Targeted Treatment. 
Front.Immunol. 6, 182.

Jungmann, O., Nikolovska, K., Stock, C., Schulz, J. 
N., Eckes, B., Riethmuller, C., Owens, R. T., Ioz-
zo, R. V. and Seidler, D. G. (2012). The dermatan 
sulfate proteoglycan decorin modulates alpha2beta1 
integrin and the vimentin intermediate filament sys-
tem during collagen synthesis. PLoS One. 7, e50809.

Kalamajski, S. and Oldberg, A. (2010). The role of 
small leucine-rich proteoglycans in collagen fibrillo-
genesis. Matrix Biol. 29, 248-253.

Kalamajski, S., Aspberg, A. and Oldberg, Å. (2007). 
The decorin sequence SYIRIADTNIT binds colla-
gen type I. J.Biol.Chem. 282, 16062-16067.

Kallmann, B. A., Wagner, S., Hummel, V., Butt-
mann, M., Bayas, A., Tonn, J. C. and Rieckmann, 
P. (2002). Characteristic gene expression profile of 
primary human cerebral endothelial cells. FASEB J. 
16, 589-591.

Kaneko, K., Higuchi, C., Kunugiza, Y., Yoshida, K., 
Sakai, T., Yoshikawa, H. and Nakata, K. (2015). 
Hyaluronan inhibits BMP-induced osteoblast differ-
entiation. FEBS Lett. 589, 447-454.

Kang, L., Lantier, L., Kennedy, A., Bonner, J. S., 
Mayes, W. H., Bracy, D. P., Bookbinder, L. H., 
Hasty, A. H., Thompson, C. B. and Wasserman, 
D. H. (2013). Hyaluronan accumulates with high-fat 
feeding and contributes to insulin resistance. Diabe-
tes. 62, 1888-1896.

Karangelis, D. E., Kanakis, I., Asimakopoulou, A. 
P., Karousou, E., Passi, A., Theocharis, A. D., Tri-
poskiadis, F., Tsilimingas, N. B. and Karamanos, 
N. K. (2010). Glycosaminoglycans as key molecules 
in atherosclerosis: the role of versican and hyaluro-
nan. Curr.Med.Chem. 17, 4018-4026.



70 References 

Karnik, S. K., Brooke, B. S., Bayes-Genis, A., So-
rensen, L., Wythe, J. D., Schwartz, R. S., Keating, 
M. T. and Li, D. Y. (2003). A critical role for elastin 
signaling in vascular morphogenesis and disease. 
Development. 130, 411-423.

Karousou, E., Kamiryo, M., Skandalis, S. S., Ruusa-
la, A., Asteriou, T., Passi, A., Yamashita, H., Hell-
man, U., Heldin, C. H. and Heldin, P. (2010). The 
activity of hyaluronan synthase 2 is regulated by 
dimerization and ubiquitination. J.Biol.Chem. 285, 
23647-23654.

Karousou, E. G., Viola, M., Vigetti, D., Genasetti, 
A., Rizzi, M., Clerici, M., Bartolini, B., Luca, G. 
D. and Passi, A. (2008). Analysis of Glycosamino-
glycans by Electrophoretic Approach. Current Phar-
maceutical Analysis. 4, 78-89.

Karsdal, M. A., Manon-Jensen, T., Genovese, F., 
Kristensen, J. H., Nielsen, M. J., Sand, J. M., 
Hansen, N. U., Bay-Jensen, A. C., Bager, C. L., 
Krag, A. et al. (2015). Novel insights into the func-
tion and dynamics of extracellular matrix in liver 
fibrosis. Am.J.Physiol.Gastrointest.Liver Physiol. 
308, G807-30.

Kasamatsu, A., Uzawa, K., Minakawa, Y., Ishige, S., 
Kasama, H., Endo-Sakamoto, Y., Ogawara, K., 
Shiiba, M., Takiguchi, Y. and Tanzawa, H. (2015). 
Decorin in human oral cancer: a promising predic-
tive biomarker of S-1 neoadjuvant chemosensitivity. 
Biochem.Biophys.Res.Commun. 457, 71-76.

Kass, L., Erler, J. T., Dembo, M. and Weaver, V. M. 
(2007). Mammary epithelial cell: influence of extra-
cellular matrix composition and organization during 
development and tumorigenesis. Int.J.Biochem.Cell 
Biol. 39, 1987-1994.

Khan, G. A., Girish, G. V., Lala, N., Di Guglielmo, 
G. M. and Lala, P. K. (2011). Decorin is a novel 
VEGFR-2-binding antagonist for the human extra-
villous trophoblast. Mol.Endocrinol. 25, 1431-1443.

Kjellen, L. and Lindahl, U. (1991). Proteoglycans: 
structures and interactions. Annu.Rev.Biochem. 60, 
443-475.

Knudson, C. B. and Knudson, W. (1993). Hyaluro-
nan-binding proteins in development, tissue homeo-
stasis, and disease. FASEB J. 7, 1233-1241.

Kobe, B. and Deisenhofer, J. (1993). Crystal structure 
of porcine ribonuclease inhibitor, a protein with leu-
cine-rich repeats. Nature. 366, 751-756.

Kobe, B. and Deisenhofer, J. (1994). The leucine-rich 
repeat: a versatile binding motif. Trends Biochem.
Sci. 19, 415-421.

Kobe, B. and Deisenhofer, J. (1995). A structural ba-
sis of the interactions between leucine-rich repeats 
and protein ligands. Nature. 374, 183-186.

Kocabayoglu, P. and Friedman, S. L. (2013). Cellu-
lar basis of hepatic fibrosis and its role in inflamma-
tion and cancer. Front.Biosci.(Schol Ed). 5, 217-230.

Kostourou, V. and Papalazarou, V. (2014). Non-col-
lagenous ECM proteins in blood vessel morphogen-
esis and cancer. Biochim.Biophys.Acta. 1840, 2403-
2413.

Kouvidi, K., Nikitovic, D., Berdiaki, A. and 
Tzanakakis, G. N. (2014). Hyaluronan/RHAMM 
interactions in mesenchymal tumor pathogenesis: 
role of growth factors. Adv.Cancer Res. 123, 319-
349.

Kramer, M. W., Golshani, R., Merseburger, A. S., 
Knapp, J., Garcia, A., Hennenlotter, J., Duncan, 
R. C., Soloway, M. S., Jorda, M., Kuczyk, M. A. 
et al. (2010). HYAL-1 hyaluronidase: a potential 
prognostic indicator for progression to muscle in-
vasion and recurrence in bladder cancer. Eur.Urol. 
57, 86-93.

Kresse, H., Rosthoj, S., Quentin, E., Hollmann, J., 
Glossl, J., Okada, S. and Tonnesen, T. (1987). 
Glycosaminoglycan-free small proteoglycan core 
protein is secreted by fibroblasts from a patient with 
a syndrome resembling progeroid. Am.J.Hum.Gen-
et. 41, 436-453.

Kristensen, I. B., Pedersen, L., Ro, T. B., Chris-
tensen, J. H., Lyng, M. B., Rasmussen, L. M., Dit-
zel, H. J., Borset, M. and Abildgaard, N. (2013). 
Decorin is down-regulated in multiple myeloma and 
MGUS bone marrow plasma and inhibits HGF-in-
duced myeloma plasma cell viability and migration. 
Eur.J.Haematol. 91, 196-200.

Krusius, T. and Ruoslahti, E. (1986). Primary struc-
ture of an extracellular matrix proteoglycan core 
protein deduced from cloned cDNA. Proc.Natl.
Acad.Sci.U.S.A. 83, 7683-7687.

Kuo, C. K., Petersen, B. C. and Tuan, R. S. (2008). 
Spatiotemporal protein distribution of TGF-betas, 
their receptors, and extracellular matrix molecules 
during embryonic tendon development. Dev.Dyn. 
237, 1477-1489.

Lane, D. P. (1992). Cancer. p53, guardian of the ge-
nome. Nature. 358, 15-16.

Lapcik L Jr and, L., Lapcik, L., De Smedt, S., De-
meester, J. and Chabrecek, P. (1998). Hyaluronan: 
Preparation, Structure, Properties, and Applications. 
Chem.Rev. 98, 2663-2684.

Laremore, T. N., Ly, M., Zhang, Z., Solakyildirim, 
K., McCallum, S. A., Owens, R. T. and Linhardt, 
R. J. (2010). Domain structure elucidation of human 
decorin glycosaminoglycans. Biochem.J. 431, 199-
205.

LeBaron, R. G., Zimmermann, D. R. and Ruoslahti, 
E. (1992). Hyaluronate binding properties of versi-
can. J.Biol.Chem. 267, 10003-10010.



 References 71

Lee, C. W., Seo, J. Y., Choi, J. W., Lee, J., Park, J. 
W., Lee, J. Y., Hwang, K. Y., Park, Y. S. and Park, 
Y. I. (2014). Potential anti-osteoporotic activity of 
low-molecular weight hyaluronan by attenuation of 
osteoclast cell differentiation and function in vitro. 
Biochem.Biophys.Res.Commun. 449, 438-443.

Lemkes, B. A., Nieuwdorp, M., Hoekstra, J. B. and 
Holleman, F. (2012). The glycocalyx and cardiovas-
cular disease in diabetes: should we judge the en-
dothelium by its cover? Diabetes Technol.Ther. 14 
Suppl 1, S3-10.

Lennon, F. E. and Singleton, P. A. (2011). Hyaluro-
nan regulation of vascular integrity. Am.J.Cardio-
vasc.Dis. 1, 200-213.

Leygue, E., Snell, L., Dotzlaw, H., Troup, S., Hill-
er-Hitchcock, T., Murphy, L. C., Roughley, P. J. 
and Watson, P. H. (2000). Lumican and decorin are 
differentially expressed in human breast carcinoma. 
J.Pathol. 192, 313-320.

Li, T., Yang, G. M., Zhu, Y., Wu, Y., Chen, X. Y., 
Lan, D., Tian, K. L. and Liu, L. M. (2015). Di-
abetes and hyperlipidemia induce dysfunction of 
VSMCs: contribution of the metabolic inflamma-
tion/miRNA pathway. Am.J.Physiol.Endocrinol.Me-
tab. 308, E257-69.

Li, X., Pennisi, A. and Yaccoby, S. (2008). Role of 
decorin in the antimyeloma effects of osteoblasts. 
Blood. 112, 159-168.

Li, Y., Li, J., Zhu, J., Sun, B., Branca, M., Tang, Y., 
Foster, W., Xiao, X. and Huard, J. (2007). Decorin 
gene transfer promotes muscle cell differentiation 
and muscle regeneration. Mol.Ther. 15, 1616-1622.

Litchfield, K., Summersgill, B., Yost, S., Sultana, R., 
Labreche, K., Dudakia, D., Renwick, A., Seal, S., 
Al-Saadi, R., Broderick, P. et al. (2015). Whole-ex-
ome sequencing reveals the mutational spectrum of 
testicular germ cell tumours. Nat.Commun. 6, 5973.

Liu, Y. Y., Lee, C. H., Dedaj, R., Zhao, H., Mrabat, 
H., Sheidlin, A., Syrkina, O., Huang, P. M., Garg, 
H. G., Hales, C. A. et al. (2008). High-molecu-
lar-weight hyaluronan--a possible new treatment 
for sepsis-induced lung injury: a preclinical study 
in mechanically ventilated rats. Crit.Care. 12, R102.

Lokeshwar, V. B. and Selzer, M. G. (2000). Differ-
ences in hyaluronic acid-mediated functions and 
signaling in arterial, microvessel, and vein-derived 
human endothelial cells. J.Biol.Chem. 275, 27641-
27649.

Lu, P., Weaver, V. M. and Werb, Z. (2012). The ex-
tracellular matrix: a dynamic niche in cancer pro-
gression. J.Cell Biol. 196, 395-406.

Lund, R. J., Närvä, E. and Lahesmaa, R. (2012). Ge-
netic and epigenetic stability of human pluripotent 
stem cells. Nat.Rev.Genet. 13, 732-744.

Ma, H. I., Hueng, D. Y., Shui, H. A., Han, J. M., 
Wang, C. H., Lai, Y. H., Cheng, S. Y., Xiao, X., 
Chen, M. T. and Yang, Y. P. (2014). Intratumoral 
decorin gene delivery by AAV vector inhibits brain 
glioblastomas and prolongs survival of animals by 
inducing cell differentiation. Int.J.Mol.Sci. 15, 4393-
4414.

Maier, K. G., Han, X., Sadowitz, B., Gentile, K. L., 
Middleton, F. A. and Gahtan, V. (2010). Thrombo-
spondin-1: a proatherosclerotic protein augmented 
by hyperglycemia. J.Vasc.Surg. 51, 1238-1247.

Malik, R., Lelkes, P. I. and Cukierman, E. (2015). 
Biomechanical and biochemical remodeling of stro-
mal extracellular matrix in cancer. Trends Biotech-
nol. 33, 230-236.

Mann, D. M., Yamaguchi, Y., Bourdon, M. A. and 
Ruoslahti, E. (1990). Analysis of glycosaminogly-
can substitution in decorin by site-directed mutagen-
esis. J.Biol.Chem. 265, 5317-5323.

Mao, Y. and Schwarzbauer, J. E. (2005). Fibronectin 
fibrillogenesis, a cell-mediated matrix assembly pro-
cess. Matrix Biol. 24, 389-399.

Martino, M. M., Briquez, P. S., Maruyama, K. and 
Hubbell, J. A. (2015). Extracellular matrix-inspired 
growth factor delivery systems for bone regenera-
tion. Adv.Drug Deliv.Rev.

Masli, S., Sheibani, N., Cursiefen, C. and Zieske, J. 
(2014). Matricellular protein thrombospondins: in-
fluence on ocular angiogenesis, wound healing and 
immuneregulation. Curr.Eye Res. 39, 759-774.

Matou-Nasri, S., Gaffney, J., Kumar, S. and 
Slevin, M. (2009). Oligosaccharides of hyaluro-
nan induce angiogenesis through distinct CD44 and 
RHAMM-mediated signalling pathways involving 
Cdc2 and gamma-adducin. Int.J.Oncol. 35, 761-773.

Matsumine, A., Shintani, K., Kusuzaki, K., Mat-
subara, T., Satonaka, H., Wakabayashi, T., Iino, 
T. and Uchida, A. (2007). Expression of decorin, a 
small leucine-rich proteoglycan, as a prognostic fac-
tor in soft tissue tumors. J.Surg.Oncol. 96, 411-418.

Matsumoto, K., Li, Y., Jakuba, C., Sugiyama, Y., 
Sayo, T., Okuno, M., Dealy, C. N., Toole, B. P., 
Takeda, J., Yamaguchi, Y. et al. (2009). Condition-
al inactivation of Has2 reveals a crucial role for hy-
aluronan in skeletal growth, patterning, chondrocyte 
maturation and joint formation in the developing 
limb. Development. 136, 2825-2835.

Mauviel, A., Santra, M., Chen, Y. Q., Uitto, J. and 
Iozzo, R. V. (1995). Transcriptional regulation of 
decorin gene expression. Induction by quiescence 
and repression by tumor necrosis factor-alpha. J.Bi-
ol.Chem. 270, 11692-11700.

Mauviel, A., Korang, K., Santra, M., Tewari, D., 
Uitto, J. and Iozzo, R. V. (1996). Identification of 
a bimodal regulatory element encompassing a ca-



72 References 

nonical AP-1 binding site in the proximal promoter 
region of the human decorin gene. J.Biol.Chem. 271, 
24824-24829.

McDonald, T. O., Gerrity, R. G., Jen, C., Chen, H. 
J., Wark, K., Wight, T. N., Chait, A. and O’Brien, 
K. D. (2007). Diabetes and arterial extracellular ma-
trix changes in a porcine model of atherosclerosis. 
J.Histochem.Cytochem. 55, 1149-1157.

McEwan, P. A., Scott, P. G., Bishop, P. N. and Bel-
la, J. (2006). Structural correlations in the family 
of small leucine-rich repeat proteins and proteogly-
cans. J.Struct.Biol. 155, 294-305.

Merika, E. E., Syrigos, K. N. and Saif, M. W. (2012). 
Desmoplasia in pancreatic cancer. Can we fight it? 
Gastroenterol.Res.Pract. 2012, 781765.

Merle, B., Durussel, L., Delmas, P. D. and Clezardin, 
P. (1999). Decorin inhibits cell migration through a 
process requiring its glycosaminoglycan side chain. 
J.Cell.Biochem. 75, 538-546.

Merline, R., Schaefer, R. M. and Schaefer, L. (2009). 
The matricellular functions of small leucine-rich 
proteoglycans (SLRPs). J.Cell.Commun.Signal. 3, 
323-335.

Merline, R., Moreth, K., Beckmann, J., Nastase, M. 
V., Zeng-Brouwers, J., Tralhao, J. G., Lemarch-
and, P., Pfeilschifter, J., Schaefer, R. M., Iozzo, 
R. V. et al. (2011). Signaling by the matrix proteo-
glycan decorin controls inflammation and cancer 
through PDCD4 and MicroRNA-21. Sci.Signal. 4, 
ra75.

Meyer, K. (1958). Chemical structure of hyaluronic 
acid. Fed.Proc. 17, 1075-1077.

Meyer, K. and Palmer, J. W. (1934). THE POLY-
SACCHARIDE OF THE VITREOUS HUMOR. 
Journal of Biological Chemistry. 107, 629-634.

Mine, S., Okada, Y., Kawahara, C., Tabata, T. and 
Tanaka, Y. (2006). Serum hyaluronan concentration 
as a marker of angiopathy in patients with diabetes 
mellitus. Endocr.J. 53, 761-766.

Miqueloto, C. A. and Zorn, T. M. (2007). Characteri-
zation and distribution of hyaluronan and the proteo-
glycans decorin, biglycan and perlecan in the devel-
oping embryonic mouse gonad. J.Anat. 211, 16-25.

Misra, S., Hascall, V. C., Markwald, R. R. and Gha-
tak, S. (2015). Interactions between Hyaluronan and 
Its Receptors (CD44, RHAMM) Regulate the Activ-
ities of Inflammation and Cancer. Front.Immunol. 6, 
201.

Mizushima, N. and Komatsu, M. (2011). Autophagy: 
renovation of cells and tissues. Cell. 147, 728-741.

Mohan, R. R., Tovey, J. C., Gupta, R., Sharma, A. 
and Tandon, A. (2011a). Decorin biology, expres-
sion, function and therapy in the cornea. Curr.Mol.
Med. 11, 110-128.

Mohan, R. R., Tovey, J. C., Sharma, A., Schultz, G. 
S., Cowden, J. W. and Tandon, A. (2011b). Target-
ed decorin gene therapy delivered with adeno-asso-
ciated virus effectively retards corneal neovascular-
ization in vivo. PLoS One. 6, e26432.

Monboisse, J. C., Oudart, J. B., Ramont, L., Bras-
sart-Pasco, S. and Maquart, F. X. (2014). Matrik-
ines from basement membrane collagens: a new 
anti-cancer strategy. Biochim.Biophys.Acta. 1840, 
2589-2598.

Monslow, J., Govindaraju, P. and Pure, E. (2015). 
Hyaluronan - a functional and structural sweet spot 
in the tissue microenvironment. Front.Immunol. 6, 
231.

Monslow, J., Williams, J. D., Norton, N., Guy, C. 
A., Price, I. K., Coleman, S. L., Williams, N. M., 
Buckland, P. R., Spicer, A. P., Topley, N. et al. 
(2003). The human hyaluronan synthase genes: ge-
nomic structures, proximal promoters and polymor-
phic microsatellite markers. Int.J.Biochem.Cell Biol. 
35, 1272-1283.

Moreno, M., Munoz, R., Aroca, F., Labarca, M., 
Brandan, E. and Larrain, J. (2005). Biglycan is a 
new extracellular component of the Chordin-BMP4 
signaling pathway. EMBO J. 24, 1397-1405.

Moreth, K., Iozzo, R. V. and Schaefer, L. (2012). 
Small leucine-rich proteoglycans orchestrate recep-
tor crosstalk during inflammation. Cell.Cycle. 11, 
2084-2091.

Moretto, P., Karousou, E., Viola, M., Caon, I., 
D’Angelo, M. L., De Luca, G., Passi, A. and Viget-
ti, D. (2015). Regulation of hyaluronan synthesis 
in vascular diseases and diabetes. J.Diabetes Res. 
2015, 167283.

Morita, M., Yano, S., Ishibashi, Y., Nakata, N., Ku-
rioka, S. and Sugimoto, T. (2014). Close relation-
ship between serum hyaluronan levels and vascular 
function in patients with type 2 diabetes. Biomark-
ers. 19, 493-497.

Morrione, A., Neill, T. and Iozzo, R. V. (2013). Di-
chotomy of decorin activity on the insulin-like 
growth factor-I system. FEBS J. 280, 2138-2149.

Morris, S. A., Almeida, A. D., Tanaka, H., Ohta, K. 
and Ohnuma, S. (2007). Tsukushi modulates Xnr2, 
FGF and BMP signaling: regulation of Xenopus 
germ layer formation. PLoS One. 2, e1004.

Moscatello, D. K., Santra, M., Mann, D. M., Mc-
Quillan, D. J., Wong, A. J. and Iozzo, R. V. (1998). 
Decorin suppresses tumor cell growth by activating 
the epidermal growth factor receptor. J.Clin.Invest. 
101, 406-412.

Mott, J. D. and Werb, Z. (2004). Regulation of matrix 
biology by matrix metalloproteinases. Curr.Opin.
Cell Biol. 16, 558-564.



 References 73

Mouw, J. K., Ou, G. and Weaver, V. M. (2014). 
Extracellular matrix assembly: a multiscale decon-
struction. Nat.Rev.Mol.Cell Biol.

Mueller, B. M., Schraufstatter, I. U., Goncharova, 
V., Povaliy, T., DiScipio, R. and Khaldoyanidi, 
S. K. (2010). Hyaluronan inhibits postchemothera-
py tumor regrowth in a colon carcinoma xenograft 
model. Mol.Cancer.Ther. 9, 3024-3032.

Murphy-Ullrich, J. E. and Sage, E. H. (2014). Re-
visiting the matricellular concept. Matrix Biol. 37, 
1-14.

Na, Y., Choi, J. W., Kasala, D., Hong, J., Oh, E., Li, 
Y., Jung, S. J., Kim, S. W. and Yun, C. O. (2015). 
Potent antitumor effect of neurotensin receptor-tar-
geted oncolytic adenovirus co-expressing decorin 
and Wnt antagonist in an orthotopic pancreatic tu-
mor model. J.Control.Release.

Naba, A., Clauser, K. R., Hoersch, S., Liu, H., Carr, 
S. A. and Hynes, R. O. (2012). The matrisome: in 
silico definition and in vivo characterization by pro-
teomics of normal and tumor extracellular matrices. 
Mol.Cell.Proteomics. 11, M111.014647.

Naba, A., Clauser, K. R., Ding, H., Whittaker, C. A., 
Carr, S. A. and Hynes, R. O. (2015). The extracel-
lular matrix: Tools and insights for the “omics” era. 
Matrix Biol.

Nareyeck, G., Seidler, D. G., Troyer, D., Rauterberg, 
J., Kresse, H. and Schönherr, E. (2004). Differen-
tial interactions of decorin and decorin mutants with 
type I and type VI collagens. Eur.J.Biochem. 271, 
3389-3398.

Nash, M. A., Deavers, M. T. and Freedman, R. S. 
(2002). The expression of decorin in human ovarian 
tumors. Clin.Cancer Res. 8, 1754-1760.

Nastase, M. V., Iozzo, R. V. and Schaefer, L. (2014). 
Key roles for the small leucine-rich proteoglycans 
in renal and pulmonary pathophysiology. Biochim.
Biophys.Acta. 1840, 2460-2470.

Nathan, D. M. and DCCT/EDIC Research Group. 
(2014). The diabetes control and complications trial/
epidemiology of diabetes interventions and compli-
cations study at 30 years: overview. Diabetes Care. 
37, 9-16.

Nayak, S., Goel, M. M., Bhatia, V., Chandra, S., 
Makker, A., Kumar, S., Agrawal, S. P., Mehrotra, 
D. and Rath, S. K. (2013). Molecular and pheno-
typic expression of decorin as modulator of angio-
genesis in human potentially malignant oral lesions 
and oral squamous cell carcinomas. Indian J.Pathol.
Microbiol. 56, 204-210.

Negi, L. M., Talegaonkar, S., Jaggi, M., Ahmad, F. 
J., Iqbal, Z. and Khar, R. K. (2012). Role of CD44 
in tumour progression and strategies for targeting. 
J.Drug Target. 20, 561-573.

Neill, T., Schaefer, L. and Iozzo, R. V. (2012a). 
Decorin: a guardian from the matrix. Am.J.Pathol. 
181, 380-387.

Neill, T., Schaefer, L. and Iozzo, R. V. (2014a). In-
structive roles of extracellular matrix on autophagy. 
Am.J.Pathol. 184, 2146-2153.

Neill, T., Schaefer, L. and Iozzo, R. V. (2015). De-
coding the Matrix: Instructive Roles of Proteoglycan 
Receptors. Biochemistry. 54, 4583-4598.

Neill, T., Torres, A., Buraschi, S. and Iozzo, R. V. 
(2013). Decorin has an appetite for endothelial cell 
autophagy. Autophagy. 9, 1626-1628.

Neill, T., Painter, H., Buraschi, S., Owens, R. 
T., Lisanti, M. P., Schaefer, L. and Iozzo, R. V. 
(2012b). Decorin antagonizes the angiogenic net-
work: concurrent inhibition of Met, hypoxia in-
ducible factor 1alpha, vascular endothelial growth 
factor A, and induction of thrombospondin-1 and 
TIMP3. J.Biol.Chem. 287, 5492-5506.

Neill, T., Torres, A., Buraschi, S., Owens, R. T., 
Hoek, J. B., Baffa, R. and Iozzo, R. V. (2014b). 
Decorin induces mitophagy in breast carcinoma 
cells via peroxisome proliferator-activated receptor 
gamma coactivator-1alpha (PGC-1alpha) and mito-
statin. J.Biol.Chem. 289, 4952-4968.

Nelimarkka, L., Salminen, H., Kuopio, T., Nik-
kari, S., Ekfors, T., Laine, J., Pelliniemi, L. and 
Järveläinen, H. (2001). Decorin is produced by 
capillary endothelial cells in inflammation-associat-
ed angiogenesis. Am.J.Pathol. 158, 345-353.

Neve, A., Cantatore, F. P., Maruotti, N., Corrado, A. 
and Ribatti, D. (2014). Extracellular matrix modu-
lates angiogenesis in physiological and pathological 
conditions. Biomed.Res.Int. 2014, 756078.

Ni, G. X., Li, Z. and Zhou, Y. Z. (2014). The role 
of small leucine-rich proteoglycans in osteoarthritis 
pathogenesis. Osteoarthritis Cartilage. 22, 896-903.

Nieuwdorp, M., Holleman, F., de Groot, E., Vink, 
H., Gort, J., Kontush, A., Chapman, M. J., Hut-
ten, B. A., Brouwer, C. B., Hoekstra, J. B. et al. 
(2007). Perturbation of hyaluronan metabolism pre-
disposes patients with type 1 diabetes mellitus to 
atherosclerosis. Diabetologia. 50, 1288-1293.

Nieuwdorp, M., Mooij, H. L., Kroon, J., Atasever, 
B., Spaan, J. A., Ince, C., Holleman, F., Diamant, 
M., Heine, R. J., Hoekstra, J. B. et al. (2006). En-
dothelial glycocalyx damage coincides with micro-
albuminuria in type 1 diabetes. Diabetes. 55, 1127-
1132.

Nikitovic, D., Papoutsidakis, A., Karamanos, N. K. 
and Tzanakakis, G. N. (2014). Lumican affects 
tumor cell functions, tumor-ECM interactions, an-
giogenesis and inflammatory response. Matrix Biol. 
35, 206-214.



74 References 

Nili, N., Cheema, A. N., Giordano, F. J., Barolet, 
A. W., Babaei, S., Hickey, R., Eskandarian, M. 
R., Smeets, M., Butany, J., Pasterkamp, G. et al. 
(2003). Decorin inhibition of PDGF-stimulated vas-
cular smooth muscle cell function: potential mecha-
nism for inhibition of intimal hyperplasia after bal-
loon angioplasty. Am.J.Pathol. 163, 869-878.

Nyberg, P., Xie, L. and Kalluri, R. (2005). Endog-
enous inhibitors of angiogenesis. Cancer Res. 65, 
3967-3979.

Nyman, M. C., Sainio, A. O., Pennanen, M. M., 
Lund, R. J., Vuorikoski, S., Sundstrom, J. T. and 
Järveläinen, H. T. (2015). Decorin in Human Colon 
Cancer- Localization In Vivo and Effect on Cancer 
Cell Behavior In Vitro. J.Histochem.Cytochem.

Oda, G., Sato, T., Ishikawa, T., Kawachi, H., Nak-
agawa, T., Kuwayama, T., Ishiguro, M., Iida, S., 
Uetake, H. and Sugihara, K. (2012). Significance 
of stromal decorin expression during the progression 
of breast cancer. Oncol.Rep. 28, 2003-2008.

Oldberg, A., Antonsson, P., Lindblom, K. and 
Heinegård, D. (1989). A collagen-binding 59-kd 
protein (fibromodulin) is structurally related to the 
small interstitial proteoglycans PG-S1 and PG-S2 
(decorin). EMBO J. 8, 2601-2604.

Ombrello, C., Block, R. C. and Morrell, C. N. 
(2010). Our expanding view of platelet functions 
and its clinical implications. J.Cardiovasc.Transl.
Res. 3, 538-546.

Orgel, J. P., Eid, A., Antipova, O., Bella, J. and 
Scott, J. E. (2009). Decorin core protein (decoron) 
shape complements collagen fibril surface structure 
and mediates its binding. PLoS One. 4, e7028.

Otsuka, F., Kramer, M. C., Woudstra, P., Yaha-
gi, K., Ladich, E., Finn, A. V., de Winter, R. J., 
Kolodgie, F. D., Wight, T. N., Davis, H. R. et al. 
(2015). Natural progression of atherosclerosis from 
pathologic intimal thickening to late fibroatheroma 
in human coronary arteries: A pathology study. Ath-
erosclerosis.

Pardue, E. L., Ibrahim, S. and Ramamurthi, A. 
(2008). Role of hyaluronan in angiogenesis and its 
utility to angiogenic tissue engineering. Organogen-
esis. 4, 203-214.

Park, H., Huxley-Jones, J., Boot-Handford, R. P., 
Bishop, P. N., Attwood, T. K. and Bella, J. (2008). 
LRRCE: a leucine-rich repeat cysteine capping mo-
tif unique to the chordate lineage. BMC Genomics. 
9, 599-2164-9-599.

Perrin, R. M., Harper, S. J. and Bates, D. O. (2007). 
A role for the endothelial glycocalyx in regulating 
microvascular permeability in diabetes mellitus. 
Cell Biochem.Biophys. 49, 65-72.

Petrey, A. C. and de la Motte, C. A. (2014). Hyal-
uronan, a crucial regulator of inflammation. Front.
Immunol. 5, 101.

Philipson, L. H. and Schwartz, N. B. (1984). Subcel-
lular localization of hyaluronate synthetase in oligo-
dendroglioma cells. J.Biol.Chem. 259, 5017-5023.

Pickup, M. W., Mouw, J. K. and Weaver, V. M. 
(2014). The extracellular matrix modulates the hall-
marks of cancer. EMBO Rep.

Pogany, G. and Vogel, K. G. (1992). The interaction 
of decorin core protein fragments with type I colla-
gen. Biochem.Biophys.Res.Commun. 189, 165-172.

Pucci-Minafra, I., Cancemi, P., Di Cara, G., Min-
afra, L., Feo, S., Forlino, A., Tira, M. E., Tenni, 
R., Martini, D., Ruggeri, A. et al. (2008). Decorin 
transfection induces proteomic and phenotypic mod-
ulation in breast cancer cells 8701-BC. Connect.Tis-
sue Res. 49, 30-41.

Qu, C. J., Jauhiainen, M., Auriola, S., Helminen, 
H. J. and Lammi, M. J. (2007). Effects of glucos-
amine sulfate on intracellular UDP-hexosamine and 
UDP-glucuronic acid levels in bovine primary chon-
drocytes. Osteoarthritis Cartilage. 15, 773-779.

Rahbar, E., Cardenas, J. C., Baimukanova, G., Us-
adi, B., Bruhn, R., Pati, S., Ostrowski, S. R., Jo-
hansson, P. I., Holcomb, J. B. and Wade, C. E. 
(2015). Endothelial glycocalyx shedding and vascu-
lar permeability in severely injured trauma patients. 
J.Transl.Med. 13, 117-015-0481-5.

Ramakrishnan, S., Nguyen, T. M., Subramanian, I. 
V. and Kelekar, A. (2007). Autophagy and angio-
genesis inhibition. Autophagy. 3, 512-515.

Ramji, D. P. and Davies, T. S. (2015). Cytokines in 
atherosclerosis: Key players in all stages of disease 
and promising therapeutic targets. Cytokine Growth 
Factor Rev.

Raposo, T. P., Beirao, B. C., Pang, L. Y., Queiroga, 
F. L. and Argyle, D. J. (2015). Inflammation and 
cancer: Till death tears them apart. Vet.J.

Rauch, U., Karthikeyan, L., Maurel, P., Margolis, 
R. U. and Margolis, R. K. (1992). Cloning and pri-
mary structure of neurocan, a developmentally reg-
ulated, aggregating chondroitin sulfate proteoglycan 
of brain. J.Biol.Chem. 267, 19536-19547.

Reed, C. C., Gauldie, J. and Iozzo, R. V. (2002). Sup-
pression of tumorigenicity by adenovirus-mediated 
gene transfer of decorin. Oncogene. 21, 3688-3695.

Reed, C. C., Waterhouse, A., Kirby, S., Kay, P., 
Owens, R. T., McQuillan, D. J. and Iozzo, R. V. 
(2005). Decorin prevents metastatic spreading of 
breast cancer. Oncogene. 24, 1104-1110.

Reese, S. P., Underwood, C. J. and Weiss, J. A. 
(2013). Effects of decorin proteoglycan on fibrillo-



 References 75

genesis, ultrastructure, and mechanics of type I col-
lagen gels. Matrix Biol. 32, 414-423.

Reitsma, S., Slaaf, D. W., Vink, H., van Zandvoort, 
M. A. and oude Egbrink, M. G. (2007). The en-
dothelial glycocalyx: composition, functions, and 
visualization. Pflugers Arch. 454, 345-359.

Reya, T., Morrison, S. J., Clarke, M. F. and Weiss-
man, I. L. (2001). Stem cells, cancer, and cancer 
stem cells. Nature. 414, 105-111.

Ricard-Blum, S. (2011). The collagen family. Cold 
Spring Harb Perspect.Biol. 3, a004978.

Ricard-Blum, S. and Ballut, L. (2011). Matricryptins 
derived from collagens and proteoglycans. Front.
Biosci.(Landmark Ed). 16, 674-697.

Ricard-Blum, S. and Salza, R. (2014). Matricryptins 
and matrikines: biologically active fragments of the 
extracellular matrix. Exp.Dermatol. 23, 457-463.

Rodgers, U. R. and Weiss, A. S. (2005). Cellular in-
teractions with elastin. Pathol.Biol.(Paris). 53, 390-
398.

Rosenberg, L. C., Choi, H. U., Tang, L. H., Johnson, 
T. L., Pal, S., Webber, C., Reiner, A. and Poole, A. 
R. (1985). Isolation of dermatan sulfate proteogly-
cans from mature bovine articular cartilages. J.Biol.
Chem. 260, 6304-6313.

Ross, R. (1999). Atherosclerosis is an inflammatory 
disease. Am.Heart J. 138, S419-20.

Rossetti, L., Hawkins, M., Chen, W., Gindi, J. and 
Barzilai, N. (1995). In vivo glucosamine infusion 
induces insulin resistance in normoglycemic but not 
in hyperglycemic conscious rats. J.Clin.Invest. 96, 
132-140.

Ruppert, S. M., Hawn, T. R., Arrigoni, A., Wight, 
T. N. and Bollyky, P. L. (2014). Tissue integrity 
signals communicated by high-molecular weight 
hyaluronan and the resolution of inflammation. Im-
munol.Res. 58, 186-192.

Sadowitz, B., Seymour, K., Gahtan, V. and Maier, 
K. G. (2012). The role of hyaluronic acid in athero-
sclerosis and intimal hyperplasia. J.Surg.Res. 173, 
e63-72.

Sainio, A. and Järveläinen, H. (2014). Extracellular 
matrix macromolecules: potential tools and targets 
in cancer gene therapy. Molecular and Cellular 
Therapies. 2, 14.

Sainio, A. and Järveläinen, H. (2013). Extracellular 
Matrix Macromolecules in Tumour Microenviron-
ment with Special Reference to Desmoplastic Reac-
tion and the Role of Matrix Proteoglycans and Hyal-
uronan. Carcinogenesis & Mutagenesis.

Sanchez-Carbayo, M., Socci, N. D., Lozano, J., 
Saint, F. and Cordon-Cardo, C. (2006). Defining 
molecular profiles of poor outcome in patients with 

invasive bladder cancer using oligonucleotide mi-
croarrays. J.Clin.Oncol. 24, 778-789.

Santra, M., Danielson, K. G. and Iozzo, R. V. (1994). 
Structural and functional characterization of the hu-
man decorin gene promoter. A homopurine-homopy-
rimidine S1 nuclease-sensitive region is involved in 
transcriptional control. J.Biol.Chem. 269, 579-587.

Santra, M., Eichstetter, I. and Iozzo, R. V. (2000). 
An anti-oncogenic role for decorin. Down-regula-
tion of ErbB2 leads to growth suppression and cyto-
differentiation of mammary carcinoma cells. J.Biol.
Chem. 275, 35153-35161.

Santra, M., Santra, S., Zhang, J. and Chopp, M. 
(2008). Ectopic decorin expression up-regulates 
VEGF expression in mouse cerebral endothelial 
cells via activation of the transcription factors Sp1, 
HIF1alpha, and Stat3. J.Neurochem. 105, 324-337.

Santra, M., Mann, D. M., Mercer, E. W., Skorski, T., 
Calabretta, B. and Iozzo, R. V. (1997). Ectopic ex-
pression of decorin protein core causes a generalized 
growth suppression in neoplastic cells of various 
histogenetic origin and requires endogenous p21, an 
inhibitor of cyclin-dependent kinases. J.Clin.Invest. 
100, 149-157.

Sato, E., Ando, T., Ichikawa, J., Okita, G., Sato, N., 
Wako, M., Ohba, T., Ochiai, S., Hagino, T., Ja-
cobson, R. et al. (2014). High molecular weight hy-
aluronic acid increases the differentiation potential 
of the murine chondrocytic ATDC5 cell line. J.Or-
thop.Res. 32, 1619-1627.

Schaefer, L. and Iozzo, R. V. (2008). Biological func-
tions of the small leucine-rich proteoglycans: from 
genetics to signal transduction. J.Biol.Chem. 283, 
21305-21309.

Schaefer, L. and Schaefer, R. M. (2010). Proteogly-
cans: from structural compounds to signaling mole-
cules. Cell Tissue Res. 339, 237-246.

Schaefer, L. and Iozzo, R. V. (2012). Small leu-
cine-rich proteoglycans, at the crossroad of cancer 
growth and inflammation. Curr.Opin.Genet.Dev. 22, 
56-57.

Scholzen, T., Solursh, M., Suzuki, S., Reiter, R., 
Morgan, J. L., Buchberg, A. M., Siracusa, L. 
D. and Iozzo, R. V. (1994). The murine decorin. 
Complete cDNA cloning, genomic organization, 
chromosomal assignment, and expression during or-
ganogenesis and tissue differentiation. J.Biol.Chem. 
269, 28270-28281.

Schönherr, E., Sunderkötter, C., Iozzo, R. V. and 
Schaefer, L. (2005). Decorin, a novel player in the 
insulin-like growth factor system. J.Biol.Chem. 280, 
15767-15772.

Schönherr, E., Broszat, M., Brandan, E., Bruck-
ner, P. and Kresse, H. (1998). Decorin core protein 
fragment Leu155-Val260 interacts with TGF-beta 



76 References 

but does not compete for decorin binding to type I 
collagen. Arch.Biochem.Biophys. 355, 241-248.

Schönherr, E., Sunderkötter, C., Schaefer, L., Tha-
nos, S., Grassel, S., Oldberg, A., Iozzo, R. V., 
Young, M. F. and Kresse, H. (2004). Decorin de-
ficiency leads to impaired angiogenesis in injured 
mouse cornea. J.Vasc.Res. 41, 499-508.

Schönherr, E., O’Connell, B. C., Schittny, J., Ro-
benek, H., Fastermann, D., Fisher, L. W., Plenz, 
G., Vischer, P., Young, M. F. and Kresse, H. 
(1999). Paracrine or virus-mediated induction of 
decorin expression by endothelial cells contributes 
to tube formation and prevention of apoptosis in col-
lagen lattices. Eur.J.Cell Biol. 78, 44-55.

Schulze, H., Kolter, T. and Sandhoff, K. (2009). Prin-
ciples of lysosomal membrane degradation: Cellular 
topology and biochemistry of lysosomal lipid degra-
dation. Biochim.Biophys.Acta. 1793, 674-683.

Schwarzbauer, J. E. and DeSimone, D. W. (2011). 
Fibronectins, their fibrillogenesis, and in vivo func-
tions. Cold Spring Harb Perspect.Biol. 3, 10.1101/
cshperspect.a005041.

Scott, P. G. and Dodd, C. M. (1990). Self-aggregation 
of bovine skin proteodermatan sulphate promoted 
by removal of the three N-linked oligosaccharides. 
Connect.Tissue Res. 24, 225-235.

Seguin, L., Desgrosellier, J. S., Weis, S. M. and 
Cheresh, D. A. (2015). Integrins and cancer: regula-
tors of cancer stemness, metastasis, and drug resis-
tance. Trends Cell Biol. 25, 234-240.

Seidler, D. G. (2012). The galactosaminoglycan-con-
taining decorin and its impact on diseases. Curr.
Opin.Struct.Biol. 22, 578-582.

Seidler, D. G., Faiyaz-Ul-Haque, M., Hansen, U., 
Yip, G. W., Zaidi, S. H., Teebi, A. S., Kiesel, L. 
and Gotte, M. (2006a). Defective glycosylation of 
decorin and biglycan, altered collagen structure, and 
abnormal phenotype of the skin fibroblasts of an 
Ehlers-Danlos syndrome patient carrying the novel 
Arg270Cys substitution in galactosyltransferase I 
(beta4GalT-7). J.Mol.Med.(Berl). 84, 583-594.

Seidler, D. G., Goldoni, S., Agnew, C., Cardi, C., 
Thakur, M. L., Owens, R. T., McQuillan, D. J. 
and Iozzo, R. V. (2006b). Decorin protein core 
inhibits in vivo cancer growth and metabolism by 
hindering epidermal growth factor receptor function 
and triggering apoptosis via caspase-3 activation. 
J.Biol.Chem. 281, 26408-26418.

Shami, A., Goncalves, I. and Hultgardh-Nilsson, 
A. (2014). Collagen and related extracellular ma-
trix proteins in atherosclerotic plaque development. 
Curr.Opin.Lipidol. 25, 394-399.

Sherman, L., Sleeman, J., Herrlich, P. and Ponta, 
H. (1994). Hyaluronate receptors: key players in 

growth, differentiation, migration and tumor pro-
gression. Curr.Opin.Cell Biol. 6, 726-733.

Singh, A., Ramnath, R. D., Foster, R. R., Wylie, 
E. C., Friden, V., Dasgupta, I., Haraldsson, B., 
Welsh, G. I., Mathieson, P. W. and Satchell, S. C. 
(2013). Reactive oxygen species modulate the bar-
rier function of the human glomerular endothelial 
glycocalyx. PLoS One. 8, e55852.

Singh, P., Carraher, C. and Schwarzbauer, J. E. 
(2010). Assembly of fibronectin extracellular ma-
trix. Annu.Rev.Cell Dev.Biol. 26, 397-419.

Sironen, R. K., Tammi, M., Tammi, R., Auvinen, P. 
K., Anttila, M. and Kosma, V. M. (2011). Hyal-
uronan in human malignancies. Exp.Cell Res. 317, 
383-391.

Sjöberg, A. P., Manderson, G. A., Mörgelin, M., 
Day, A. J., Heinegård, D. and Blom, A. M. (2009). 
Short leucine-rich glycoproteins of the extracellular 
matrix display diverse patterns of complement inter-
action and activation. Mol.Immunol. 46, 830-839.

Skandalis, S. S., Kletsas, D., Kyriakopoulou, D., 
Stavropoulos, M. and Theocharis, D. A. (2006a). 
The greatly increased amounts of accumulated ver-
sican and decorin with specific post-translational 
modifications may be closely associated with the 
malignant phenotype of pancreatic cancer. Biochim.
Biophys.Acta. 1760, 1217-1225.

Skandalis, S. S., Theocharis, A. D., Papageorgako-
poulou, N., Vynios, D. H. and Theocharis, D. A. 
(2006b). The increased accumulation of structur-
ally modified versican and decorin is related with 
the progression of laryngeal cancer. Biochimie. 88, 
1135-1143.

Skandalis, S. S., Labropoulou, V. T., Ravazoula, P., 
Likaki-Karatza, E., Dobra, K., Kalofonos, H. P., 
Karamanos, N. K. and Theocharis, A. D. (2011). 
Versican but not decorin accumulation is related to 
malignancy in mammographically detected high 
density and malignant-appearing microcalcifications 
in non-palpable breast carcinomas. BMC Cancer. 11, 
314-2407-11-314.

Slawson, C., Copeland, R. J. and Hart, G. W. (2010). 
O-GlcNAc signaling: a metabolic link between dia-
betes and cancer? Trends Biochem.Sci. 35, 547-555.

Slevin, M., Krupinski, J., Gaffney, J., Matou, S., 
West, D., Delisser, H., Savani, R. C. and Kumar, 
S. (2007). Hyaluronan-mediated angiogenesis in 
vascular disease: uncovering RHAMM and CD44 
receptor signaling pathways. Matrix Biol. 26, 58-68.

Söderström, M., Böhling, T., Ekfors, T., Nelimark-
ka, L., Aro, H. T. and Vuorio, E. (2002). Molecu-
lar profiling of human chondrosarcomas for matrix 
production and cancer markers. Int.J.Cancer. 100, 
144-151.



 References 77

Sofeu Feugaing, D. D., Gotte, M. and Viola, M. 
(2013). More than matrix: the multifaceted role of 
decorin in cancer. Eur.J.Cell Biol. 92, 1-11.

Soltes, L., Mendichi, R., Kogan, G., Schiller, J., 
Stankovska, M. and Arnhold, J. (2006). Degrada-
tive action of reactive oxygen species on hyaluro-
nan. Biomacromolecules. 7, 659-668.

Sounni, N. E. and Noel, A. (2013). Targeting the tu-
mor microenvironment for cancer therapy. Clin.
Chem. 59, 85-93.

Spicer, A. P., Olson, J. S. and McDonald, J. A. 
(1997a). Molecular cloning and characterization 
of a cDNA encoding the third putative mammalian 
hyaluronan synthase. J.Biol.Chem. 272, 8957-8961.

Spicer, A. P., Seldin, M. F., Olsen, A. S., Brown, N., 
Wells, D. E., Doggett, N. A., Itano, N., Kimata, K., 
Inazawa, J. and McDonald, J. A. (1997b). Chro-
mosomal localization of the human and mouse hyal-
uronan synthase genes. Genomics. 41, 493-497.

Stein, J. J., Iwuchukwu, C., Maier, K. G. and 
Gahtan, V. (2014). Thrombospondin-1-induced 
vascular smooth muscle cell migration and prolifer-
ation are functionally dependent on microRNA-21. 
Surgery. 155, 228-233.

Stern, R. (2004). Hyaluronan catabolism: a new meta-
bolic pathway. Eur.J.Cell Biol. 83, 317-325.

Stern, R. (2005). Hyaluronan metabolism: a major 
paradox in cancer biology. Pathol.Biol.(Paris). 53, 
372-382.

Stern, R. and Jedrzejas, M. J. (2006). Hyaluroni-
dases: their genomics, structures, and mechanisms 
of action. Chem.Rev. 106, 818-839.

Stern, R., Asari, A. A. and Sugahara, K. N. (2006). 
Hyaluronan fragments: an information-rich system. 
Eur.J.Cell Biol. 85, 699-715.

Suhovskih, A. V., Aidagulova, S. V., Kashuba, V. 
I. and Grigorieva, E. V. (2015). Proteoglycans as 
potential microenvironmental biomarkers for colon 
cancer. Cell Tissue Res.

Sulochana, K. N., Fan, H., Jois, S., Subramanian, 
V., Sun, F., Kini, R. M. and Ge, R. (2005). Peptides 
derived from human decorin leucine-rich repeat 5 in-
hibit angiogenesis. J.Biol.Chem. 280, 27935-27948.

Syrokou, A., Tzanakakis, G. N., Hjerpe, A. and 
Karamanos, N. K. (1999). Proteoglycans in hu-
man malignant mesothelioma. Stimulation of their 
synthesis induced by epidermal, insulin and plate-
let-derived growth factors involves receptors with 
tyrosine kinase activity. Biochimie. 81, 733-744.

Takahashi, Y., Li, L., Kamiryo, M., Asteriou, T., 
Moustakas, A., Yamashita, H. and Heldin, P. 
(2005). Hyaluronan fragments induce endothe-
lial cell differentiation in a CD44- and CXCL1/

GRO1-dependent manner. J.Biol.Chem. 280, 24195-
24204.

Takawale, A., Sakamuri, S. S. and Kassiri, Z. (2015). 
Extracellular matrix communication and turnover in 
cardiac physiology and pathology. Compr.Physiol. 
5, 687-719.

Tammi, R., Rilla, K., Pienimaki, J. P., MacCallum, 
D. K., Hogg, M., Luukkonen, M., Hascall, V. C. 
and Tammi, M. (2001). Hyaluronan enters kerati-
nocytes by a novel endocytic route for catabolism. 
J.Biol.Chem. 276, 35111-35122.

Tammi, R. H., Kultti, A., Kosma, V. M., Pirinen, R., 
Auvinen, P. and Tammi, M. I. (2008). Hyaluronan 
in human tumors: pathobiological and prognostic 
messages from cell-associated and stromal hyaluro-
nan. Semin.Cancer Biol. 18, 288-295.

Tan, J. X., Wang, X. Y., Su, X. L., Li, H. Y., Shi, Y., 
Wang, L. and Ren, G. S. (2011). Upregulation of 
HYAL1 expression in breast cancer promoted tumor 
cell proliferation, migration, invasion and angiogen-
esis. PLoS One. 6, e22836.

Theocharis, A. D. (2002). Human colon adenocarci-
noma is associated with specific post-translational 
modifications of versican and decorin. Biochim.Bio-
phys.Acta. 1588, 165-172.

Theocharis, A. D., Skandalis, S. S., Tzanakakis, G. 
N. and Karamanos, N. K. (2010). Proteoglycans 
in health and disease: novel roles for proteoglycans 
in malignancy and their pharmacological targeting. 
FEBS J. 277, 3904-3923.

Theocharis, A. D., Vynios, D. H., Papageorgako-
poulou, N., Skandalis, S. S. and Theocharis, D. A. 
(2003). Altered content composition and structure 
of glycosaminoglycans and proteoglycans in gastric 
carcinoma. Int.J.Biochem.Cell Biol. 35, 376-390.

Theocharis, A. D., Skandalis, S. S., Neill, T., 
Multhaupt, H. A., Hubo, M., Frey, H., Gopal, S., 
Gomes, A., Afratis, N., Lim, H. C. et al. (2015). 
Insights into the key roles of proteoglycans in breast 
cancer biology and translational medicine. Biochim.
Biophys.Acta. 1855, 276-300.

Tiainen, S., Tumelius, R., Rilla, K., Hämäläinen, K., 
Tammi, M., Tammi, R., Kosma, V. M., Oikari, S. 
and Auvinen, P. (2015). High numbers of macro-
phages, especially M2-like (CD163-positive), cor-
relate with hyaluronan accumulation and poor out-
come in breast cancer. Histopathology. 66, 873-883.

Tian, X., Azpurua, J., Hine, C., Vaidya, A., Myaki-
shev-Rempel, M., Ablaeva, J., Mao, Z., Nevo, E., 
Gorbunova, V. and Seluanov, A. (2013). High-mo-
lecular-mass hyaluronan mediates the cancer resis-
tance of the naked mole rat. Nature. 499, 346-349.

Tillgren, V., Ho, J. C., Onnerfjord, P. and Kalam-
ajski, S. (2015). The novel small leucine-rich pro-
tein chondroadherin-like (CHADL) is expressed in 



78 References 

cartilage and modulates chondrocyte differentiation. 
J.Biol.Chem. 290, 918-925.

Tolg, C., Telmer, P. and Turley, E. (2014a). Specific 
sizes of hyaluronan oligosaccharides stimulate fibro-
blast migration and excisional wound repair. PLoS 
One. 9, e88479.

Tolg, C., McCarthy, J. B., Yazdani, A. and Turley, 
E. A. (2014b). Hyaluronan and RHAMM in wound 
repair and the “cancerization” of stromal tissues. 
Biomed.Res.Int. 2014, 103923.

Toole, B. P. (1990). Hyaluronan and its binding pro-
teins, the hyaladherins. Curr.Opin.Cell Biol. 2, 839-
844.

Toole, B. P., Wight, T. N. and Tammi, M. I. (2002). 
Hyaluronan-cell interactions in cancer and vascular 
disease. J.Biol.Chem. 277, 4593-4596.

Tralhão, J. G., Schaefer, L., Micegova, M., Evaristo, 
C., Schönherr, E., Kayal, S., Veiga-Fernandes, H., 
Danel, C., Iozzo, R. V., Kresse, H. et al. (2003). 
In vivo selective and distant killing of cancer cells 
using adenovirus-mediated decorin gene transfer. 
FASEB J. 17, 464-466.

Travis, J. A., Hughes, M. G., Wong, J. M., Wag-
ner, W. D. and Geary, R. L. (2001). Hyaluronan 
enhances contraction of collagen by smooth muscle 
cells and adventitial fibroblasts: Role of CD44 and 
implications for constrictive remodeling. Circ.Res. 
88, 77-83.

Troup, S., Njue, C., Kliewer, E. V., Parisien, M., 
Roskelley, C., Chakravarti, S., Roughley, P. J., 
Murphy, L. C. and Watson, P. H. (2003). Reduced 
expression of the small leucine-rich proteoglycans, 
lumican, and decorin is associated with poor out-
come in node-negative invasive breast cancer. Clin.
Cancer Res. 9, 207-214.

Turley, E. A. (1982). Purification of a hyaluro-
nate-binding protein fraction that modifies cell so-
cial behavior. Biochem.Biophys.Res.Commun. 108, 
1016-1024.

Turley, E. A., Noble, P. W. and Bourguignon, L. Y. 
(2002). Signaling properties of hyaluronan recep-
tors. J.Biol.Chem. 277, 4589-4592.

Turley, E. A., Austen, L., Vandeligt, K. and Clary, 
C. (1991). Hyaluronan and a cell-associated hyal-
uronan binding protein regulate the locomotion of 
ras-transformed cells. J.Cell Biol. 112, 1041-1047.

Twomey, J. D., Thakore, P. I., Hartman, D. A., My-
ers, E. G. and Hsieh, A. H. (2014). Roles of type VI 
collagen and decorin in human mesenchymal stem 
cell biophysics during chondrogenic differentiation. 
Eur.Cell.Mater. 27, 237-50; discussion 249-50.

Ulbright, T. M. (2005). Germ cell tumors of the go-
nads: a selective review emphasizing problems in 

differential diagnosis, newly appreciated, and con-
troversial issues. Mod.Pathol. 18 Suppl 2, S61-79.

Underhill, C. (1992). CD44: the hyaluronan receptor. 
J.Cell.Sci. 103 ( Pt 2), 293-298.

Urakawa, H., Nishida, Y., Knudson, W., Knudson, 
C. B., Arai, E., Kozawa, E., Futamura, N., Wasa, 
J. and Ishiguro, N. (2012). Therapeutic potential of 
hyaluronan oligosaccharides for bone metastasis of 
breast cancer. J.Orthop.Res. 30, 662-672.

Van Bockstal, M., Lambein, K., Gevaert, O., De 
Wever, O., Praet, M., Cocquyt, V., Van den Bro-
ecke, R., Braems, G., Denys, H. and Libbrecht, L. 
(2013). Stromal architecture and periductal decorin 
are potential prognostic markers for ipsilateral lo-
coregional recurrence in ductal carcinoma in situ of 
the breast. Histopathology. 63, 520-533.

Van Doren, S. R. (2015). Matrix metalloproteinase 
interactions with collagen and elastin. Matrix Biol.

van Gils, J. M., Zwaginga, J. J. and Hordijk, P. 
L. (2009). Molecular and functional interactions 
among monocytes, platelets, and endothelial cells 
and their relevance for cardiovascular diseases. J.
Leukoc.Biol. 85, 195-204.

Vecchione, A., Fassan, M., Anesti, V., Morrione, A., 
Goldoni, S., Baldassarre, G., Byrne, D., D’Arca, 
D., Palazzo, J. P., Lloyd, J. et al. (2009). MITO-
STATIN, a putative tumor suppressor on chromo-
some 12q24.1, is downregulated in human bladder 
and breast cancer. Oncogene. 28, 257-269.

Vetter, U., Vogel, W., Just, W., Young, M. F. and 
Fisher, L. W. (1993). Human decorin gene: in-
tron-exon junctions and chromosomal localization. 
Genomics. 15, 161-168.

Vigetti, D., Karousou, E., Viola, M. and Passi, A. 
(2015). Analysis of hyaluronan synthase activity. 
Methods Mol.Biol. 1229, 201-208.

Vigetti, D., Karousou, E., Viola, M., Deleonibus, S., 
De Luca, G. and Passi, A. (2014a). Hyaluronan: 
biosynthesis and signaling. Biochim.Biophys.Acta. 
1840, 2452-2459.

Vigetti, D., Viola, M., Karousou, E., Deleonibus, 
S., Karamanou, K., De Luca, G. and Passi, A. 
(2014b). Epigenetics in extracellular matrix remod-
eling and hyaluronan metabolism. FEBS J. 281, 
4980-4992.

Vigetti, D., Viola, M., Karousou, E., Genasetti, A., 
Rizzi, M., Clerici, M., Bartolini, B., Moretto, P., 
De Luca, G. and Passi, A. (2008). Vascular pathol-
ogy and the role of hyaluronan. ScientificWorldJour-
nal. 8, 1116-1118.

Vigetti, D., Deleonibus, S., Moretto, P., Karousou, 
E., Viola, M., Bartolini, B., Hascall, V. C., Tam-
mi, M., De Luca, G. and Passi, A. (2012). Role of 
UDP-N-acetylglucosamine (GlcNAc) and O-Glc-



 References 79

NAcylation of hyaluronan synthase 2 in the control 
of chondroitin sulfate and hyaluronan synthesis. 
J.Biol.Chem. 287, 35544-35555.

Vigetti, D., Deleonibus, S., Moretto, P., Bowen, T., 
Fischer, J. W., Grandoch, M., Oberhuber, A., 
Love, D. C., Hanover, J. A., Cinquetti, R. et al. 
(2014c). Natural antisense transcript for hyaluronan 
synthase 2 (HAS2-AS1) induces transcription of 
HAS2 via protein O-GlcNAcylation. J.Biol.Chem. 
289, 28816-28826.

Vijayagopal, P., Figueroa, J. E., Fontenot, J. D. and 
Glancy, D. L. (1996). Isolation and characterization 
of a proteoglycan variant from human aorta exhib-
iting a marked affinity for low density lipoprotein 
and demonstration of its enhanced expression in ath-
erosclerotic plaques. Atherosclerosis. 127, 195-203.

Vink, H., Constantinescu, A. A. and Spaan, J. A. 
(2000). Oxidized lipoproteins degrade the endothe-
lial surface layer : implications for platelet-endothe-
lial cell adhesion. Circulation. 101, 1500-1502.

Viola, M., Vigetti, D., Karousou, E., D’Angelo, M. 
L., Caon, I., Moretto, P., De Luca, G. and Passi, 
A. (2015). Biology and biotechnology of hyaluro-
nan. Glycoconj.J. 32, 93-103.

Viola, M., Karousou, E. G., Vigetti, D., Genasetti, 
A., Pallotti, F., Guidetti, G. F., Tira, E., De Luca, 
G. and Passi, A. (2006). Decorin from different bo-
vine tissues: study of glycosaminoglycan chain by 
PAGEFS. J.Pharm.Biomed.Anal. 41, 36-42.

Viola, M., Bartolini, B., Vigetti, D., Karousou, E., 
Moretto, P., Deleonibus, S., Sawamura, T., Wight, 
T. N., Hascall, V. C., De Luca, G. et al. (2013). 
Oxidized low density lipoprotein (LDL) affects hy-
aluronan synthesis in human aortic smooth muscle 
cells. J.Biol.Chem. 288, 29595-29603.

Wang, A. and Hascall, V. C. (2004). Hyaluronan 
structures synthesized by rat mesangial cells in re-
sponse to hyperglycemia induce monocyte adhesion. 
J.Biol.Chem. 279, 10279-10285.

Wang, C., Entwistle, J., Hou, G., Li, Q. and Tur-
ley, E. A. (1996). The characterization of a human 
RHAMM cDNA: conservation of the hyaluro-
nan-binding domains. Gene. 174, 299-306.

Wang, M., Li, W., Chang, G. Q., Ye, C. S., Ou, J. 
S., Li, X. X., Liu, Y., Cheang, T. Y., Huang, X. L. 
and Wang, S. M. (2011). MicroRNA-21 regulates 
vascular smooth muscle cell function via targeting 
tropomyosin 1 in arteriosclerosis obliterans of low-
er extremities. Arterioscler.Thromb.Vasc.Biol. 31, 
2044-2053.

Watanabe, H., Cheung, S. C., Itano, N., Kimata, 
K. and Yamada, Y. (1997). Identification of hyal-
uronan-binding domains of aggrecan. J.Biol.Chem. 
272, 28057-28065.

Weber, I. T., Harrison, R. W. and Iozzo, R. V. (1996). 
Model structure of decorin and implications for 
collagen fibrillogenesis. J.Biol.Chem. 271, 31767-
31770.

Weigel, P. H. and DeAngelis, P. L. (2007). Hyaluro-
nan synthases: a decade-plus of novel glycosyltrans-
ferases. J.Biol.Chem. 282, 36777-36781.

Weigel, P. H., Hascall, V. C. and Tammi, M. (1997). 
Hyaluronan synthases. J.Biol.Chem. 272, 13997-
14000.

Weinbaum, S., Tarbell, J. M. and Damiano, E. R. 
(2007). The structure and function of the endotheli-
al glycocalyx layer. Annu.Rev.Biomed.Eng. 9, 121-
167.

Weis, S. M. and Cheresh, D. A. (2011). alphaV inte-
grins in angiogenesis and cancer. Cold Spring Harb 
Perspect.Med. 1, a006478.

Weissmann, B. and Meyer, K. (1954). The structure 
of hyalobiuronic acid and of hyaluronic acid from 
umbilical cord. Journal of the American Chemical 
Society. 76, 1757-1757.

Wells, J. M., Gaggar, A. and Blalock, J. E. (2015). 
MMP generated matrikines. Matrix Biol. 44-46, 
122-129.

Werb, Z. and Lu, P. (2015). The Role of Stroma in 
Tumor Development. Cancer J. 21, 250-253.

Wermann, H., Stoop, H., Gillis, A. J., Honecker, F., 
van Gurp, R. J., Ammerpohl, O., Richter, J., Oos-
terhuis, J. W., Bokemeyer, C. and Looijenga, L. 
H. (2010). Global DNA methylation in fetal human 
germ cells and germ cell tumours: association with 
differentiation and cisplatin resistance. J.Pathol. 
221, 433-442.

West, D. C. and Kumar, S. (1989). Hyaluronan and 
angiogenesis. Ciba Found.Symp. 143, 187-201; dis-
cussion 201-7, 281-5.

West, D. C., Hampson, I. N., Arnold, F. and Kumar, 
S. (1985). Angiogenesis induced by degradation 
products of hyaluronic acid. Science. 228, 1324-
1326.

Wight, T. N. (2008). Arterial remodeling in vascular 
disease: a key role for hyaluronan and versican. 
Front.Biosci. 13, 4933-4937.

Wilkinson, T. S., Bressler, S. L., Evanko, S. P., 
Braun, K. R. and Wight, T. N. (2006). Overexpres-
sion of hyaluronan synthases alters vascular smooth 
muscle cell phenotype and promotes monocyte ad-
hesion. J.Cell.Physiol. 206, 378-385.

Wise, S. G. and Weiss, A. S. (2009). Tropoelastin. 
Int.J.Biochem.Cell Biol. 41, 494-497.

Wise, S. G., Yeo, G. C., Hiob, M. A., Rnjak-Kovaci-
na, J., Kaplan, D. L., Ng, M. K. and Weiss, A. S. 



80 References 

(2014). Tropoelastin: a versatile, bioactive assembly 
module. Acta Biomater. 10, 1532-1541.

Wolf, Y. G., Rasmussen, L. M. and Ruoslahti, E. 
(1994). Antibodies against transforming growth fac-
tor-beta 1 suppress intimal hyperplasia in a rat mod-
el. J.Clin.Invest. 93, 1172-1178.

Wragg, J. W., Durant, S., McGettrick, H. M., Sam-
ple, K. M., Egginton, S. and Bicknell, R. (2014). 
Shear stress regulated gene expression and angio-
genesis in vascular endothelium. Microcirculation. 
21, 290-300.

Xaus, J., Comalada, M., Cardo, M., Valledor, A. 
F. and Celada, A. (2001). Decorin inhibits mac-
rophage colony-stimulating factor proliferation of 
macrophages and enhances cell survival through 
induction of p27(Kip1) and p21(Waf1). Blood. 98, 
2124-2133.

Xu, W., Neill, T., Yang, Y., Hu, Z., Cleveland, E., Wu, 
Y., Hutten, R., Xiao, X., Stock, S. R., Shevrin, D. 
et al. (2015). The systemic delivery of an oncolytic 
adenovirus expressing decorin inhibits bone metas-
tasis in a mouse model of human prostate cancer. 
Gene Ther. 22, 31-40.

Yamaguchi, Y. and Ruoslahti, E. (1988). Expression 
of human proteoglycan in Chinese hamster ovary 
cells inhibits cell proliferation. Nature. 336, 244-
246.

Yamaguchi, Y., Mann, D. M. and Ruoslahti, E. 
(1990). Negative regulation of transforming growth 
factor-beta by the proteoglycan decorin. Nature. 
346, 281-284.

Yamano, Y., Uzawa, K., Saito, K., Nakashima, D., 
Kasamatsu, A., Koike, H., Kouzu, Y., Shinozuka, 
K., Nakatani, K., Negoro, K. et al. (2010). Identi-
fication of cisplatin-resistance related genes in head 
and neck squamous cell carcinoma. Int.J.Cancer. 
126, 437-449.

Yang, B., Yang, B. L., Savani, R. C. and Turley, E. 
A. (1994). Identification of a common hyaluronan 
binding motif in the hyaluronan binding proteins 
RHAMM, CD44 and link protein. EMBO J. 13, 
286-296.

Yang, T., Witham, T. F., Villa, L., Erff, M., Atta-
nucci, J., Watkins, S., Kondziolka, D., Okada, 
H., Pollack, I. F. and Chambers, W. H. (2002). 
Glioma-associated hyaluronan induces apoptosis in 
dendritic cells via inducible nitric oxide synthase: 
implications for the use of dendritic cells for therapy 
of gliomas. Cancer Res. 62, 2583-2591.

Yang, Y., Xu, W. W., Neill, T., Hu, Z., Wang, C. H., 
Xiao, X., Stock, S., Guise, T., Yun, C. O., Bren-

dler, C. B. et al. (2015). Systemic Delivery of an 
Oncolytic Adenovirus Expressing Decorin for the 
Treatment of Breast Cancer Bone Metastases. Hum.
Gene Ther.

Yki-Jarvinen, H., Virkamaki, A., Daniels, M. C., 
McClain, D. and Gottschalk, W. K. (1998). Insulin 
and glucosamine infusions increase O-linked N-ace-
tyl-glucosamine in skeletal muscle proteins in vivo. 
Metabolism. 47, 449-455.

Yu, X., Zou, Y., Li, Q., Mao, Y., Zhu, H., Huang, 
G., Ji, G., Luo, X., Yu, C. and Zhang, X. (2014). 
Decorin-mediated inhibition of cholangiocarcinoma 
cell growth and migration and promotion of apopto-
sis are associated with E-cadherin in vitro. Tumour 
Biol. 35, 3103-3112.

Yu, X. H., Fu, Y. C., Zhang, D. W., Yin, K. and Tang, 
C. K. (2013). Foam cells in atherosclerosis. Clin.
Chim.Acta. 424, 245-252.

Zafiropoulos, A., Nikitovic, D., Katonis, P., Tsat-
sakis, A., Karamanos, N. K. and Tzanakakis, G. 
N. (2008). Decorin-induced growth inhibition is 
overcome through protracted expression and activa-
tion of epidermal growth factor receptors in osteo-
sarcoma cells. Mol.Cancer.Res. 6, 785-794.

Zaman, A., Cui, Z., Foley, J. P., Zhao, H., Grimm, 
P. C., Delisser, H. M. and Savani, R. C. (2005). 
Expression and role of the hyaluronan receptor 
RHAMM in inflammation after bleomycin injury. 
Am.J.Respir.Cell Mol.Biol. 33, 447-454.

Zhang, G., Chen, S., Goldoni, S., Calder, B. W., 
Simpson, H. C., Owens, R. T., McQuillan, D. J., 
Young, M. F., Iozzo, R. V. and Birk, D. E. (2009). 
Genetic evidence for the coordinated regulation of 
collagen fibrillogenesis in the cornea by decorin and 
biglycan. J.Biol.Chem. 284, 8888-8897.

Zhou, C., Huang, Z., Li, P., Li, W., Liu, Y., Li, C., 
Liu, Z., Wang, X., Wan, P. and Wang, Z. (2014). 
Safety and efficacy of embryonic stem cell microen-
vironment in a leukemia mouse model. Stem Cells 
Dev. 23, 1741-1754.

Zhu, J. X., Goldoni, S., Bix, G., Owens, R. T., Mc-
Quillan, D. J., Reed, C. C. and Iozzo, R. V. (2005). 
Decorin evokes protracted internalization and deg-
radation of the epidermal growth factor receptor 
via caveolar endocytosis. J.Biol.Chem. 280, 32468-
32479.

Zhuang, Y. and Yin, Q. (2013). Peroxisome prolif-
erator-activated receptor gamma agonists attenuate 
hyperglycaemia-induced hyaluronan secretion in 
vascular smooth muscle cells by inhibiting PKCbe-
ta2. Cell Biochem.Biophys. 67, 583-590.


	Abstract
	Tiivistelmä
	Table of Contents
	Abbreviations
	List of Original Publications
	1.	Introduction
	2.	Review of the Literature
	2.1	The extracellular matrix (ECM)
	2.2	ECM macromolecules
	2.2.1	Collagens
	2.2.2	Elastin and microfibrillar proteins
	2.2.3	Non-collagenous glycoproteins
	2.2.4	Proteoglycans

	2.3	Decorin
	2.3.1	Molecular structure of decorin
	2.3.2	Decorin gene and its expression
	2.3.3	Interactions of decorin
	2.3.4	Epigenetic regulation of decorin

	2.4	Decorin in cancer
	2.4.1	Function of decorin in tumorigenesis
	2.4.2	Decorin as a regulator of tumor angiogenesis
	2.4.3	Decorin and growth factor interactions in cancer
	2.4.4	Decorin expression in different cancers
	2.4.5	Decorin gene therapy in cancer

	2.5	Hyaluronan (HA)
	2.5.1	Molecular structure of HA
	2.5.2	HA synthases and HA expression
	2.5.3	HA binding proteins and receptors
	2.5.4	Molecular size of HA
	2.5.5	High molecular weight HA
	2.5.6	HA fragments and their function

	2.6	HA in cancer
	2.6.1	Function of HA in tumorigenesis
	2.6.2	Accumulation of HA
	2.6.3	Mechanisms regulating the amount of HA in cancer

	2.7	HA in vascular diseases
	2.7.1	Function of HA in vascular biology
	2.7.2	Atherosclerosis and HA
	2.7.3	Diabetes and HA


	3.	Aims of the study
	4.	Materials and Methods
	4.1	Materials
	4.1.1	Tissue samples
	4.1.2	Cell lines
	4.1.3	Primary antibodies
	4.1.4	Primers in real-time quantitative PCR

	4.2	Methods

	5.	Results
	5.1	Localization of decorin gene expression and immunoreactivity in different human tumors of mesenchymal and epithelial origin (I-III)
	5.1.1	Decorin in benign and malignant human vascular tumors (I)
	5.1.2	Decorin in human breast cancer (II)
	5.1.3	Decorin in human bladder cancer (III)

	5.2	Decorin expression in different human cancer cells lines and the effect of adenoviral decorin transduction on their behavior (II-III)
	5.2.1	Human breast adenocarcinoma cells (II)
	5.2.2	Human bladder cancer cells (III)

	5.3	Decorin expression in human embryonic stem cells and in embryonal germ cell tumors (IV)
	5.3.1	Human embryonic stem cells (hESCs)
	5.3.2	Human embryonic germ cell tumors (GCTs)

	5.4	High glucose concentration stimulates hyaluronan synthesis in human vascular smooth muscle cells (HUVSMCs) (V)
	5.4.1	High glucose concentration modulates the ability of HUVSMCs to re-organize collagen-rich matrix 
	5.4.2	High glucose concentration increases HA production in HUVSMCs and modulates their behavior


	6.	Discussion
	6.1	Decorin in cancers of mesenchymal origin and in tumor angiogenesis
	6.2	Decorin in cancers and cancer cell lines of epithelial origin 
	6.3	Decorin in embryonic stem cells and tumors of germ cell origin
	6.3.1	Human embryonic stem cells
	6.3.2	Decorin and germ cell tumors

	6.4	The role of HA in the modulation of vascular smooth muscle cell behavior
	6.5	Future perspectives

	7.	Summary and Conclusions
	8.	Acknowledgements
	9.	References


 
 
    
   HistoryItem_V1
   TrimAndShift
        
     Range: all pages
     Trim: fix size 6.929 x 9.843 inches / 176.0 x 250.0 mm
     Shift: none
     Normalise (advanced option): 'original'
      

        
     -4
            
       D:20150206130427
       708.6614
       B5
       Blank
       498.8976
          

     Tall
     1
     0
     No
     1091
     515
    
     QI2.9[QI 2.9/QHI 1.1]
     None
     Left
     2.8346
     -0.2835
            
                
         Both
         1
         AllDoc
         68
              

       CurrentAVDoc
          

     Uniform
     0.0000
     Top
      

        
     QITE_QuiteImposingPlus3
     Quite Imposing Plus 3.0k
     Quite Imposing Plus 3
     1
      

        
     7
     80
     79
     80
      

   1
  

 HistoryList_V1
 qi2base





